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<210> 1 

<211> 171 

<212> DNA 

<213> Mus musculus 

<400> 1 

tttttttttt tttttttacc aaaaatatca ttttattctt taatggaaaa aggcattaat 60 
attcaaacaa aggaatcaca ttttaataac cctatagata agaaacaggc tccaggaaca 120 
ttcaagcagc agtcatgagg gaaaaatgtt tcaatagccc agttttcttc a 171 



<210> 2 
<211> 365 
<212> DNA 

<213> Mus musculus 



<400> 2 

tttttttttt 

aaaagcagtt 

tctagactct 

agctgctata 

cattcatata 

aatacaccca 

aggga 



tttttttcca 
cattttattc 
gtaacttttt 
ctaggttgct 
tatatatata 
cgttctcatt 



acttaacgtt 
agcaaaataa 
ttttccttag 
ttccaaggta 
tatatatata 
caaccaccag 



ttttttaatt 
atttaacaag 
ctacttgctt 
acacagctgt 
tatatatata 
tgtgtttagt 



tagaatataa 
ttcatttaaa 
ttctgcccct 
aagggaagga 
tatataattt 
gaagcagaag 



tttttaacac 60 
taaggtaaat 120 
tggaatccat 180 
actgttcatt 240 
gaatgactca 300 
gagggagcac 3 6 0 
365 



<210> 3 
<211> 210 
<212> DNA 

<213> Mus musculus 
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<400> 3 

tttttttttt tttttttgga catgaagtgt gtttattagg aagaacactc caagcactca 60 
caaatggctt tcacaaacac ttagcctagg ctggaacaca aaaggatatc acaacagagt 120 
ccattgggtt ttacttgctt acatcaccaa agaatgttca tggcagttaa ttttcaggct 180 
gtaaaaacta catctatggc accaacatgg 210 



<210> 4 

<211> 234 

<212> DNA 

<213> Mus musculus 



<400> 4 

atatttaact caaggcagag gaaagattat cccagctaat aattccattc agctgatgaa 60 
atacttgatt attagagagc agtcccaata agcagcttta agttttccgt attcatttta 120 
aacatcagtg cattaccttc aatatggtaa agatgttttt ttcagttgaa tggttcatat 180 
tttggtgcag tgtttgatgt tcacaaaaaa atgttacaat aataaactaa cata 234 



<210> 5 
<211> 306 
<212> DNA 

<213> Mus musculus 



<220> 

<221> modif ied_base 
<222> (269) 

<223>a, c, t, g, unknown or other 



<400> 5 

gaaggcaaag atcatttgca tgttttattt aaaagtaaac agctgttaag atagaagggc 60 
agatgttttc tttattgtaa agacagcagt tacaaaagag ttacaagtta caagtcaaat 120 
aaatatgaca ttaagaattt ttggttttgg ttttgttaaa aaatacaaca cccccctccc 180 
caggtatttg tgagaagtcc caagaaactc aagatacaaa aatctgtctc atgggcgaga 240 
atacatttct ttcagttctc tggaactgnt tgtcagacac gggaatttgg tcatgatttc 300 
aaaaga 3 06 



<210> 6 

<211> 435 

<212> DNA 

<213> Mus musculus 



<220> 

<221> modif ied_base 

<222> (20) 

<223> a, c, t, g, unknown or other 



<400> 6 

tttttttttt tttttttggn ttttatcaca 
cagtaataga tgaggcacaa acacctcctg 
agtcaagggt aacagtgaaa ttaaaaaaaa 
agaaacctga ctacaatcta cgtggagaaa 
ttgcaccact tcacagacca cagaggaggg 
cagctcgcca gggtggtggg cctctgccca 
ttcacatctt gctactcaca tgctgccttc 
agtctcctcg tgccg 



tttattgtta catttattta attttttttg 60 

cttctccatc actgcaacag aaaggacaat 120 

aaaaaaaaat acaaacgcct aaggtctggg 180 

cttgtaaatg actccagcct ggtcttccga 240 

gtgtcccagc agaaaggaca cagccaggct 3 00 

tccacctgcg ttctgctcag ctagctcaag 360 

tggttttcaa agtgactggt acaaacggtc 420 

435 
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<210> 7 
<211> 583 
<212> DNA 

<213> Mus musculus 
<220> 

<221> modif ied_base 
<222> (390) 

<223> a, c, t, g, unknown or other 
<220> 

<221> modif ied_base 
<222> (481) 

<223>a # c, t, g, unknown or other 
<220> 

<221> modif ied_base 
<222> (505) 

<223> a, c, t, g, unknown or other 
<220> 

<221> modif ied__base 
<222> (509) 

<223> a, c, t, g, unknown or other 
<220> 

<221> modif ied_base 
<222> (514) 

<223> a, c, t, g, unknown or other 
<220> 

<221> modif ied_base 
<222> (527) 

<223> a, c, t, g, unknown or other 
<220> 

<221> modif iedjbase 
<222> (534) 

<223> a, c, t, g, unknown or other 
<220> 

<221> modif ied_base 
<222> (551) 

<223> a, c, t, g, unknown or other 
<220> 

<221> modif ied_base 
<222> (569) 

<223> a, c, t, g, unknown or other 
<400> 7 

gtggcaacac aggaaactca cagaccttgg tttattagat tattttaata tgccagacca 60 
atagaaagga aggacggagc acacaggaac acctgtgttt gcaggacaga gggcagatgt 12 0 
ccacagcctt gggcatgcat gtatctcctg tgtaattagg caaatgaata cttaaatacc 180 
acacaaccgc cagacttggg ggtggggaga atcacaggcc acaggggacc atgctttaaa 24 0 
ggcagtcaga ggctttaaat acaggggctg aaccttctca ctttatacaa aacttatata 3 00 
ttaaaagtaa ggataccacg gtatatacat gcaagcagct ttggttggag aaaaatgacc 3 60 
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aagggaggtg gagcctgaat aggaagggcn tgccatataa tgtctatctt cttcatcctc 420 
acaaagtcac ctgggattat agaataaatc agctggtctc agtaagatat tgaaaagtcc 480 
ngtctggtgt cctaagtgct taaangccnc cgtnggcagg gaagggncct tttncgagat 540 
actgaaacct ngaaggaaca gctggactng attgtgggtg act 583 



<210> 8 

<211> 211 

<212> DNA 

<213> Mus musculus 



<400> 8 

tttatttgat cattttaata tgccaggtca atggaaagga aggacagagc acacaggaac 60 
acctgtattt gcaggacgga gggcagatgt ccacagcctt gggcatgcat gtatctcctg 120 
tgtaattagg caaataaata cttaaatacc acagcacagc cagacttggg ggtggggggg 180 
aatcacaggc cacaggggac catgctttaa g 211 



<210> 9 
<211> 7608 
<212> DNA 

<213> Mus musculus 



<400> 9 

ttaaataaga 

cttgctctgg 

gaatcaggag 

ctggcattct 

gctgcttggc 

ctctctctct 

tctttctacc 

tgtctctgat 

agccgagtct 

gactctcgcc 

ccctggggcc 

gcctgggatg 

tgtgtggggt 

acagtcctcc 

cccactcccc 

ctgttgcttt 

acgtctcctt 

tgagcactga 

gattcatgtg 

acggagagaa 

ccatggcaaa 

ctgaatggct 

gtcgaagcca 

tgtgactgtg 

ctttctgtag 

ctctcactga 

tgcaaagtta 

atttagaatt 

taagatgtat 

gaaaaaaaaa 

aaatatacaa 

agtaggaaaa 

taaaaaaatg 

ctggtttcca 



agtcaagatc 
tgacccaata 
cctgtccata 
ggttagactc 
ccctcctcgc 
ctctctctcc 
ttctttcctt 
catgaaggcc 
aacctcccac 
cgagtgggaa 
aagtgccacc 
tcggaggccg 
tagtggcttc 
tccgaccacc 
tctttccccc 
ttgccgcttg 
tgagctgttt 
agagaaagga 
ccagggtggt 
atctgaggat 
tgctggacca 
cgatggcaag 
tggagcgttt 
gacaagtcta 
ctcataagaa 
agttctttgg 
agcttatgat 
taaaacaact 
acaaaataaa 
ataaaaagga 
agaatatgta 
tatttacata 
ttcagtgtcc 
agagatcctt 



tgtgggactg 
gagaaatcta 
attctgttac 
cacccccaca 
tctttagccc 
cttcccccat 
tctccctgcc 
tgccatgctt 
cagaaggcca 
ccatccagtg 
ccgggcccct 
agaatctggt 
ctacagcaga 
cgcccagagc 
acatccacag 
ctgaagcaat 
gcagacaaag 
tttggctata 
gacttcacac 
gacaatttca 
aacacaaatg 
catttggtct 
tgggtccaag 
atttcttttg 
cacccctacc 
gttccatatt 
tatgaataaa 
atacagaggt 
gtttgatata 
tttttttgca 
tatagcacag 
gtcactgcat 
ttagtagtga 
tgagaacagt 



tgataggcag 
caagggatga 
tatcagtcgt 
gccacctgac 
tcaggtttct 
ctctccacat 
tttctacaat 
gaactgccat 
tcctgtgctc 
ccctctcccc 
attctgttct 
acctggggct 
cacccaccgg 
actggatctc 
ccctgcaaag 
gatcaacccc 
ttccaaagac 
agggttcctc 
gccgtaatgg 
tcctgaagca 
ggtcccagtt 
ttggaaaggt 
aatggcaaga 
actttcgggc 
ccatctgctc 
ttcctcattc 
aactaaataa 
accattaact 
ttcgtgaaat 
aaaacacata 
cagaaaggga 
gaacggtatt 
ggggaatgca 
gtggtagctg 



cctattttag 
aaaggtgagc 
gcagacaatg 
tatagctcac 
tactctctag 
ggccatggct 
aaagctctaa 
gcttaggctt 
cagccacaga 
cagccctctc 
ctgttccttt 
gccccttgtc 
gggccgtgtg 
tggcgggaca 
atcaggcttt 
accgcgttct 
agcagaaaac 
ctttcacaga 
cactgatggc 
tacaggtcct 
ttttatctgc 
gaaagaaggc 
ccagcaagaa 
attttaccca 
tcaatgtcct 
cccttcaagt 
gaaaaaaaag 
aaattcaatt 
ttttgtttta 
tccaccaagt 
aaaaaaaacc 
caaaacccag 
aatttgtgtt 
ctgctaaaga 



ttgaatgggg 
catattccca 
tcccaagctt 
tataagaggg 
cctcctcctc 
ggtttctctc 
aaccataaac 
tctcctaagg 
cctgaccaag 
ctcctttcat 
gctgtatcca 
taccacccgc 
gaaagcgtga 
cgggttctct 
gcagacacca 
tccttgggcc 
tttcatgctc 
attgtcccag 
aggtccatct 
ggcatcttgt 
actgccaaga 
aatgaacatt 
gatcaccatt 
tcaaaccatt 
gtaatctctg 
ctagctggat 
tcaagatcag 
tatatgttct 
accaagaaaa 
agcttatcta 
ccaactttaa 
aaaatcacat 
tgaaaggttg 
atcaggcaaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 



gccagaagtt 
atactgggga 
attagaaacg 
gtagttcaga 
tatgctgcca 
gggagctgca 
agcaggggtt 
ctttattgga 
aagttcacag 
acactgagct 
tccctggtta 
ttaagatctt 
gaggaggtga 
gcactctgta 
tgtttgtgtt 
ggacagggtt 
catattctag 
tcagacgcct 
atttgtaacc 
ccttttcttt 
acctgaaaaa 
gagcatgggg 
ctccgctaac 
ctcccccacg 
cccgcttctt 
aattacggtg 
gcggttaagg 
tgatgagtac 
ctgtattttg 
agcacattgt 
gtattttcct 
atgtgaagct 
tgtccatggc 
caattctgga 
ctgcgctggc 
tgaccaaacc 
gcacattcaa 
tagatgacag 
tcccaatctc 
gaaggagcca 
ccagagccaa 
agagtattga 
tctcagcttg 
tagttctgta 
agctgaatca 
aagtgctgct 
tcgtttgact 
tctcagtctg 
aaagaaacaa 
gagtctgcct 
gactcttctt 
tctcctgccg 
gaagaagcct 
gtgtgtgtca 
taaatgtaag 
acgaaatatc 
attttagttt 
actagatctg 



gctcacattt 
agcaaaatga 
gacggcaggt 
cttgaaggca 
tccagctagc 
gagtgggatg 
gccttgtcag 
tctataaagc 
acccctctaa 
ggcacacagt 
tgcaagcctc 
actaactggt 
aggaaaaaaa 
aggttccttt 
gagagttggc 
catctaggaa 
tctgcatttg 
atgtctgaaa 
aacaccatgc 
cctcccagtt 
ccctctcttt 

gggggggggg 

ccagtggcct 
gcagcctgct 
ctctaaataa 
gtgggtaaga 
atggtagatg 
atgaaagctc 
atccttagaa 
gtcaattata 
gccttcttgc 
tctgtaactt 
tagtggagta 
ttcttagagt 
tccctttgct 
aactgtgatt 
gaacacagag 
aaactgtaag 
tccacagaca 
gagctaacat 
acttgcaggc 
accatgttta 
accaattagt 
tttttatttc 
taaatggcca 
ggaataatta 
tctgtgaaaa 
tggttcggtt 
attgtaccag 
tttctgtccc 
ccttagcccc 
ttcaaagtcc 
caggttggca 
agaaccgtgg 
ctactcatta 
agagtagtta 
ataagagctc 
tttgatgtta 



aggaggcttg 
gctaagtctt 
ttgtggtaga 
cacacgtatg 
acagcactag 
catgcgttgt 
actccagggt 
cggggggggg 
cgcctctatt 
ataggcaagt 
atatttaggt 
tgcctgttca 
tctcctcttt 
cccattctgg 
tccctagcta 
atatattttc 
gctctctgtt 
aatctggcat 
tctccttaag 
tgaggctgca 
tctacagttt 
atcaggattg 
gagcaaatca 
ggaaagagac 
gaaggcagca 
cccgagttcc 
ctttctgcgc 
tgggtaggta 
acccccgatt 
ctaagactgt 
gaagaatcaa 
ttggagaagg 
accattaatc 
gacaagcaga 
gtttcaggcg 
atcagtcagg 
atcaatttcc 
gtaagaggca 
tggagaaggg 
tctagggttt 
tatttatcct 
tttgaaagaa 
ccgtcgcaca 
tgatctatgc 
cattttagaa 
tgagtgatgt 
gtggacttct 
ggatggagac 
agaaattaag 
tgcttccctt 
cacttttgct 
cttaatatgt 
cctgtagagt 
tcatgggatt 
ggaaaatatt 
cctattagag 
agtgcaaata 
ctcccttaca 



tgtgctgggg 
tacagcaact 
ttccacaagg 
gggacagttc 
gctaaagcgt 
gagctgaggc 
ctctttctct 

ggggggggga 

agaaccttcc 
tctattcgca 
agatgtgacc 
gcttttccac 
gtttctctaa 
tctggttcgt 
cactgtctgt 
actcacactc 
taaatataaa 
ttccgtgggt 
gaaatcaatc 
gttgcctttt 
tctgttccca 
tgatgtgtga 
caaggaggat 
aagttagtca 
gcttctgctg 
tccagttcct 
aacctggaag 
aaaataagac 
ttacttacca 
gcatagccca 
ataaagggac 
gagtgagaag 
aggtttggac 
tttctgaact 
tgggctttgc 
aaggtggcaa 
agctgggaga 
gctttatccg 
gaacaagctt 
actggttgta 
ttttcacatt 
agaccacacc 
gcaaagcttt 
tggttttttg 
aacagagatt 
actcagttat 
gcctgttaac 
aagctcattc 
gatggcaaga 
ctaagcatca 
ctcccccaac 
aaaacaggag 
tttaaaatta 
gctgtgaatg 
tgaagataac 
actgtaatta 
attttaacaa 
gttgttttca 



gttgggagga 
gtcatttgtg 
tggtggaact 
tggtgtttac 
actgagccct 
tcaagctgcg 
ctgagcctgg 
ggaatctcaa 
agctattctc 
tcacccctct 
ttaggaaacc 
attgatcctg 
ctcattaatg 
acattctgag 
cacattgatg 
tgtatctttt 
agaaaactaa 
ttttctttaa 
tcaatgccct 
tttttcttat 
ggccccgctg 
actgggagga 
tggagccatc 
ttcaaatgat 
aggtgcaaag 
gcctattttc 
ctgacagaca 
gtactgtttt 
ggtttctgaa 
ctcaaataat 
catttgatat 
gtccttattt 
gaaatctaca 
attttggaag 
cactaggcaa 
agtggtgatc 
agagtttgaa 
gtgaggatgg 
tcagaatccc 
tcccagacac 
ttatagcaac 
ttgttccttc 
gcttaagcaa 
caactggctg 
cttgaaagta 
ggccctctct 
cccctttgat 
atgtgcagaa 
tggtcgtggt 
ttcttttgca 
cccttatttt 
gaaggaaaaa 
tacatcaatt 
tccagccttc 
tcataggaaa 
aggcatttta 
aaggtgaagc 
tatttaatga 



tgactgctaa 
agagtaaacc 
agtcgcatat 
gataaacagg 
tgtcttccgt 
ctggcagaag 
gaaagtgcca 
ggtgaagagg 
tcatacttgt 
agttcctgtc 
aaaatatcct 
tagccccctc 
aattttaagg 
aaacacactg 
ctctgagtag 
cctagtttgg 
aacacaccct 
ggaggccttc 
attatccttc 
cccctgctga 
acttccttta 
tcttgaccta 
tgcccagccc 
tggctttttg 
ggtttttgtg 
agctgactag 
gtcagaattt 
cttcttaact 
agacaggctg 
tcttactgtg 
cctgtggata 
gtgcttacct 
ctttagaatc 
ttgctgttaa 
gtgggaaacg 
cggacacaat 
gaaaccagca 
gacagaggat 
ccttcaggaa 
tgagtaattt 
ttttacccag 
tctctgatca 
gaagagtgac 
tatacatggc 
acagaggatg 
gataatgctg 
tggttgttgc 
gtgggatggc 
aagtcctaag 
ctcccctctg 
catctcagtt 
ctcagaacta 
taccccaaaa 
aactggaact 
acataaagta 
aacattttaa 
tttaattttt 
atcagctaag 



2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
4380 
4440 
4500 
4560 
4620 
4680 
4740 
4800 
4860 
4920 
4980 
5040 
5100 
5160 
5220 
5280 
5340 
5400 
5460 
5520 
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ttttcaagat 
tataaataat 
taaaaataga 
tgtctggggt 
ctggctgctg 
tacttaaata 
ttgaataatc 
tgagtagcct 
cctgactgtg 
gaattctgag 
ttgtagtaat 
gcatctagat 
tggcatgtcc 
tattttctaa 
aatcgaaatc 
gatccaattt 
tttccaattc 
tttcacttat 
atttaatgct 
tgtttaaaat 
ttcagactct 
gatgacagga 
cactggtcac 
tgtgttactc 
ttaaataatt 
tgcaaaccaa 
accgtcaatc 
ggaaaaaagt 
aaaatatgga 
tctggtcagg 
aaaaacagta 
aagtgccatg 
agaagtcaat 
tttacaaagt 
ttccactttt 



atgtccagtg 
ttccctcatg 
aatatttaga 
tcccttacaa 
gtacagaata 
cacttcttct 
aacaaagaaa 
tgattccttt 
gtcaggcaag 
ggtttaccaa 
tcttcacttt 
tatgttcaca 
ttgctgagct 
agaaacccat 
cctttcaaag 
cttctggttc 
agtttctact 
taaacatgag 
tgcctatgtc 
ttcagcagtg 
tacctttggg 
cttttgacaa 
taattataag 
caagcaattc 
ttacaatact 
attgaaataa 
tatcttgaat 
cttgtatctt 
gatgccacat 
acctaaggaa 
taaaggaaaa 
gaatcacagt 
tttatcctcc 
caagaatggt 
ttcagggggt 



acagctaggc 
atagaagtta 
tgatagtgat 
actcctgcta 
gattgctcac 
cacatgtaga 
agagttcatt 
cttgtttata 
actgagttct 
tgcttggaac 
cagagtaaga 
tgagctaaac 
taaaataagt 
caggattgtg 
cagacaattg 
ccttagcaat 
tccttttcat 
catctttttg 
ctcattcttt 
aatggtctta 
gatatcgttg 
cttggtttcc 
tttgtcttcg 
atgggatttt 
ttttatagaa 
aaaatacaca 
tttccataca 
gtataagata 
atttgagact 
gttggttata 
aaaaacaggc 
gccatttatc 
actcttagca 
acaatgaagc 
aggaagaaca 



atataaatat 
ggccttgatc 
atgggtaagt 
agattttcta 
ttctttacta 
atgttggaga 
tctaacaatt 
caaagctaga 
gcaagaactc 
gtcttgggta 
gcatcaaaat 
atgacagtca 
cactcctgat 
gatagaaaac 
aggccacagt 
tttacaggaa 
cttcataaat 
tttggttagg 
ggtctaatat 
ggtaaaacga 
ctgttcgctg 
tggagtccca 
gtgtggaggt 
gatatgcaaa 
atgggaatat 
cacatatgat 
gtagcctttc 
ctcattcata 
atgatgaaga 
gtaagactac 
ttcaacatgt 
aaagttttat 
cgagtctcca 
ctatacagag 
ggtaattaga 



cctaagatag 
tagacctgta 
ttgattatta 
gctgcctttc 
tcacagtcag 
gcagggagca 
atcctaaagt 
gcaagctcat 
agattacaga 
taaaccttaa 
tcagtgcccc 
aagtagagag 
accatgagct 
tgttatgaaa 
gacatgatgc 
aggaattttt 
ttgaataaga 
aaacaatgaa 
ttaagtcata 
ttcaattatc 
ttatgaaaag 
gagttagcca 
agaaaattat 
tttactgttt 
acttatgact 
agctggttgt 
ttatagcata 
agatagcttg 
acctggaatt 
aaaaatgatc 
gaccacaggt 
agcaaagaca 
aacactgcac 
aatccatgaa 
acagagct 



aaaataattt 
gagacaattt 
ctcttgagga 
tagtgccttt 
aactattctg 
gagatttttc 
tatcttttta 
ctttagaaat 
aaggcatact 
tacttttttt 
tgccacctaa 
aacaccgtac 
caaaggcttg 
atctatgaaa 
gtttttcttg 
taaaccatag 
tgagcatgct 
tatatgcaac 
taaatgacaa 
tttggactat 
gcatagaaga 
gctaatgaag 
aattctaaga 
tccatttttt 
ttctttggaa 
catttttaat 
aagtaaggct 
atgacccaga 
agtaagttca 
ttttgctatt 
aaatataatc 
atttgaaaaa 
tacactgaac 
aatgttccaa 



5580 
5640 
5700 
5760 
5820 
5880 
5940 
6000 
6060 
6120 
6180 
6240 
6300 
6360 
6420 
6480 
6540 
6600 
6660 
6720 
6780 
6840 
6900 
6960 
7020 
7080 
7140 
7200 
7260 
7320 
7380 
7440 
7500 
7560 
7608 



<210> 10 
<211> 131 
<212> PRT 

<213> Mus musculus 
<400> 10 

Met Val Asp Ala Phe Cys Ala Thr Trp Lys Leu Thr Asp Ser Gin Asn 
15 10 15 

Phe Asp Glu Tyr Met Lys Ala Leu Gly Val Gly Phe Ala Thr Arg Gin 
20 25 30 

Val Gly Asn Val Thr Lys Pro Thr Val lie lie Ser Gin Glu Gly Gly 
35 40 45 

Lys Val Val lie Arg Thr Gin Cys Thr Phe Lys Asn Thr Glu lie Asn 
50 55 60 



Phe Gin Leu Gly Glu Glu Phe Glu Glu Thr Ser lie Asp Asp Arg Asn 
65 70 75 80 



Cys Lys Ser Val Val Arg Leu Asp Gly Asp Lys Leu lie His Val Gin 
85 90 95 



Lys Trp Asp Gly Lys Glu Thr Asn 
100 

Lys Met Val Val Thr Leu Thr Phe 
115 120 

Tyr Lys Ala 
13 0 



Cys Thr Arg Glu lie Lys Asp Gly 
105 110 

Gly Asp lie Val Ala Val Arg Cys 
125 



<210> 11 

<211> 3648 

<212> DNA 

<213> Mus musculus 



<400> 11 

agcacagtgc 

cccggcggct 

accgagatct 

ggcctcttca 

gtaatttcac 

atcgccttct 

aagctggtga 

gtcatggtgg 

aacctggctg 

ggacctaata 

accagcctga 

gttttccgca 

gtcatctgga 

tgtgatatcg 

tgggccattt 

ggctatgttc 

cgggacacca 

tgctggactc 
ctggcctatg 
atctactcct 
cgcaacgaga 
cacaccattc 
ggcctctgtg 
agaggagatg 
ccaagagact 
ggggaccgtc 
aactagactt 
ttgagtatac 
ttattaatga 
acatagatga 
gtataaatta 
gtatgccttt 
ctagtaaaaa 
ttaattaaag 
gtgtgtgctc 
atacccacgt 
ttccaagtta 
gaaaaaagaa 
tgctcaccca 



tgccctccgt 
gcgtgaactg 
gatcagccaa 
tcgccccaaa 
agccccagtt 
tttataaccg 
tgggactggg 
caatctacgt 
ctgcagactt 
cccggagact 
cagcttctgt 
tgcagctcca 
ctatggccat 
atcactgttc 
tcaacctggt 
gccagaggac 
tgatgagcct 
cgggattggt 
agaagttctt 
accgcgacaa 
accctaatgg 
tggctggagt 
gatctgtgaa 
aggacactcc 
tgaggatgaa 
ttgtggtgga 
aaaagatttt 
aatcgagtat 
gtatgtttat 
gttgtttttt 
gaatgatttt 
ctttaaagat 
ccagtattca 
taatgaaata 
tccaaacgct 
gcgttctcag 
gaaaataata 
aaaagaaaga 
cgtatgccta 



aggctccggg 
cggagctgga 
cccgcgcatt 
ctacagcact 
cacagccatg 
gagtgggaaa 
catcactgtt 
caaccgccgc 
cttcgctgga 
gactgttaac 
ggccaacctg 
tacacgaatg 
tgtgatgggt 
caacatggca 
gacctttgtg 
tatgaggatg 
tctgaagact 
cttgttattg 
cctcctcctg 
agagatgagc 
ccccacggaa 
tcacagcaac 
ccccacccta 
tgtacttaac 
tttatttggc 
attgagaaat 
atgtggtttg 
acacaggctt 
gcctgacagc 
tttttttgtt 
tgtgtttgtt 
aaaaggccac 
tttaggctac 
tacatgaaag 
ggaggagatg 
tgccagaccc 
cctacttact 
aagattgctg 
tagacatata 



ttgtgctggg 
cctagcaggc 
gctttttgtg 
gtcatggcag 
aacgaacaac 
tatctagcca 
tgcgtgttca 
ttccatttcc 
ttggcctact 
acgtggctcc 
ctggctattg 
agcaaccggc 
gctatgccca 
cccctctaca 
gtcatggtgg 
tctcggcata 
gtggtcattg 
ctggatgtgt 
gccgagttca 
gccaccttca 
ggctctgacc 
gaccactctg 
ccccccattg 
actaaccaat 
aggccccatc 
ggactctggg 
gcttaagcca 
cccctttaaa 
atgtttgtga 
ttttgttttt 
tagaaagcaa 
tattttaaat 
aggaaaaacc 
gcaaagtaat 
aagctgtagc 
tcagtgggac 
atagaaaact 
atatacgacc 
ttatatacct 



tgaggcttgg 
ttacagttcc 
cctggcactg 
ctgcctctac 
agtgcttcta 
cagaatggaa 
tcatgttggc 
ctatttatta 
tctacctgat 
tccggcaggg 
ctatcgagag 
gcgtggtggt 
ctgtgggctg 
gtgactccta 
ttctctacgc 
gttctggacc 
tgcttggtgc 
gctgcccgca 
actctgctat 
ggcagatcct 
gctctgcctc 
tggtttagaa 
ccagggcaag 
ggcagtattt 
ttctcctttg 
gtgaccgtgt 
ggaaaaaaaa 
gaacaaacaa 
tcgaaaagac 
ttttacatga 
gcatgtggtg 
cttctaggga 
atatcctaat 
gtgagcttgt 
gttgtccctg 
ttgttttaaa 
tgaaaattgc 
tggaagtagc 
tttttttttt 



gttgggttgg 
tcctagcatg 
cagtgcaggg 
ttccagccct 
caatgagtct 
cacagtgagc 
caatctcctg 
cttgatggcc 
gttcaataca 
cctcattgac 
gcacatcacg 
ggtgattgta 
gaactgcatc 
cttagtcttc 
tcacatcttt 
caggaggaat 
ctttattgtc 
gtgcgatgtc 
gaaccccatc 
gtgttgccag 
ctccctcaac 
ggaagcagcc 
gtggggagcc 
gtccctagac 
gaaaacagaa 
agcattcact 
atctgctgaa 
tacattgcat 
tgctaaactg 

tggaggaaaa 
tgtgtattca 
atagaagaat 
caattacctt 
cacccaaaga 
catagtgaag 
gcctgtggtt 
agaactgtgt 
catctttccc 
ttacataatc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 



8 



gggttgatat 
gcattttttt 
tttatttagt 
gaagaatctt 
cccatgaagg 
gggatattct 
tttttacaaa 
cccaataacc 
ctttctggac 
accaagcagc 
ccaatggaca 
atgtcatgct 
caggaggacg 
cagggtgtgg 
aaaaataagt 
atccaagaaa 
ttatggggga 
attctcaatc 
aagcctctgg 
cccaacaact 
gtgttacctc 
tatttattta 



tgtaaaatgt 
tcaaaaacgt 
accattcctg 
gtgtatataa 
acctactttt 
accctcaaac 
agaaacacag 
cagaccctta 
acaagaaaac 
ctgggtgggg 
ccctgtgttc 
atgaggaaca 
tctgagagaa 
cttgtgtctg 
aggcggagat 
tttaaactgg 
ggtaaggact 

agtgtttggc 

ctgtgctgtg 
gttcctttag 
aatggaatga 
ttttgaataa 



tttgtaactt 
tagcggctat 
tattgttgac 
aactttgcca 
aaaatgtgaa 
tgcaggggtg 
tggctacttt 
acataactag 
acaaagacat 
tgtgctagca 
agagatgccc 
aggaggaaga 
ggcagtcctg 
gacagtcagt 
ccagttagca 
aaatgagtga 
atttgaattg 
gatgtgtggt 
atggcttctc 
ctcagatact 
gtactagagc 
aatgtatgta 



tttctttcag 
ataatattcc 
tatgcttttg 
gtatcattga 
atgtcctcat 
accatgctga 
agttgcgaat 
caaatttact 
caagcatcag 
actggctgct 
agtacagtgt 
agaatagtcc 
ccaagagtgg 
ggtaggcatg 
ggacaaagat 
accgaacttg 
aaaagcatac 
tctggtctgt 
tctctgacct 
ggttcctcat 
aaggtattta 
taaataagat 



aattgccagg 
atttaatgga 
gctttttttt 
tgatttactt 
gtgttgtcac 
caaaaagctc 
gggttcttga 
ttagtaggaa 
agtgaatcca 
gtgtggtctc 
cctggagact 
tgaagcaggt 
cattctaggg 
tgacatttgc 
tttgctcgag 
gacttttatt 
taattgaacc 
gctttttttc 
tctttaacag 
ccatgagatt 
gagagatttt 
aaaataaa 



tttttctatg 
tgcagctcag 
cataatattg 
gggctccatt 
tttataaaaa 
agaaattacc 
caagatgttt 
ctggtgatcc 
gcaatgcagt 
cagcaatcac 
aaggtctcta 
gtggagaggt 
aggaggaagg 
ctggtggaaa 
gattccccca 
gattcccctt 
ttaataaatc 
tattttcgag 
tctgaggcag 
catgagagac 
ttttattatt 



2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3648 



<210> 12 
<211> 364 
<212> PRT 

<213> Mus musculus 
<400> .12 

Met Ala Ala Ala Ser Thr Ser Ser Pro Val lie Ser Gin Pro Gin Phe 
15 10 15 

Thr Ala Met Asn Glu Gin Gin Cys Phe Tyr Asn Glu Ser lie Ala Phe 
20 25 30 

Phe Tyr Asn Arg Ser Gly Lys Tyr Leu Ala Thr Glu Trp Asn Thr Val 
35 40 45 

Ser Lys Leu Val Met Gly Leu Gly He Thr Val Cys Val Phe He Met 
50 55 60 

Leu Ala Asn Leu Leu Val Met Val Ala He Tyr Val Asn Arg Arg Phe 
65 70 75 80 

His Phe Pro lie Tyr Tyr Leu Met Ala Asn Leu Ala Ala Ala Asp Phe 
85 90 95 

Phe Ala Gly Leu Ala Tyr Phe Tyr Leu Met Phe Asn Thr Gly Pro Asn 
100 105 HO 

Thr Arg Arg Leu Thr Val Asn Thr Trp Leu Leu Arg Gin Gly Leu lie 
115 120 125 



Asp Thr Ser Leu Thr Ala Ser Val Ala Asn Leu Leu Ala He Ala He 
130 135 140 
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Glu Arg His lie Thr Val Phe Arg Met Gin Leu His Thr Arg Met Ser 
145 150 155 160 

Asn Arg Arg Val Val Val Val He Val Val He Trp Thr Met Ala He 
165 170 175 

Val Met Gly Ala Met Pro Thr Val Gly Trp Asn Cys He Cys Asp He 
180 185 190 

Asp His Cys Ser Asn Met Ala Pro Leu Tyr Ser Asp Ser Tyr Leu Val 
195 200 205 

Phe Trp Ala He Phe Asn Leu Val Thr Phe Val Val Met Val Val Leu 
210 215 220 

Tyr Ala His He Phe Gly Tyr Val Arg Gin Arg Thr Met Arg Met Ser 
225 230 235 240 

Arg His Ser Ser Gly Pro Arg Arg Asn Arg Asp Thr Met Met Ser Leu 
245 250 255 

Leu Lys Thr Val Val He Val Leu Gly Ala Phe He Val Cys Trp Thr 
260 265 270 

Pro Gly Leu Val Leu Leu Leu Leu Asp Val Cys Cys Pro Gin Cys Asp 
275 280 285 

Val Leu Ala Tyr Glu Lys Phe Phe Leu Leu Leu Ala Glu Phe Asn Ser 
290 295 300 

Ala Met Asn Pro He He Tyr Ser Tyr Arg Asp Lys Glu Met Ser Ala 
305 310 315 320 

Thr Phe Arg Gin He Leu Cys Cys Gin Arg Asn Glu Asn Pro Asn Gly 
325 330 335 

Pro Thr Glu Gly Ser Asp Arg Ser Ala Ser Ser Leu Asn His Thr He 
340 345 350 

Leu Ala Gly Val His Ser Asn Asp His Ser Val Val 
355 360 



<210> 13 
<211> 1038 
<212> DNA 

<213> Mus musculus 



<400> 13 

cccagagata 

atggctgaag 

aagatgttga 

atgatgaaga 

gatggacctc 

cgagcccgga 

cagatgacct 

ttggcttccc 

aacaatgtga 



agctgacgct 
cagtgggaat 
aagatgatgc 
tgattgggaa 
tctacgtcat 
ggccacctgg 
tcaaggactt 
aaaaatgtat 
tgaagatagc 



gggcaaaccc 
cgataaagac 
cacagagaag 
acataagaac 
agttgaatat 
catggagtac 
ggtgtcctgc 
ccatcgagat 
agactttggc 



ctgggggaag 
aaacccaagg 
gacctgtctg 
attatcaacc 
gcatcgaaag 
tcctatgaca 
acctaccagc 
ttggctgcca 
ctggccaggg 



gttgcttcgg 
aggcggtcac 
atctggtatc 
tcctgggggc 
gcaacctccg 
ttaaccgtgt 
tggctagagg 
gaaacgtgtt 
atatcaacaa 



gcaagtagtc 60 
cgtggcagtg 120 
agagatggag 180 
ctgcacgcag 240 
ggaatacctc 300 
ccccgaggag 360 
catggagtac 420 
ggtaacagaa 480 
catagactac 540 
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tataaaaaga ccacaaatgg gcgacttcca gtcaagtgga tggctcctga agcccttttt 600 
gatagagttt acactcatca gagcgatgtc tggtccttcg gggtgttaat gtgggagatc 660 
tttactttag ggggctcacc ctacccaggg attcccgtgg aggaactttt taagctgctc 720 
aaagagggac acaggatgga caagcccacc aactgcacca atgaactgta catgatgatg 780 
agggattgct ggcatgctgt accctcacag agacccacat tcaagcagtt ggtcgaagac 840 
ttggatcgaa ttctgactct cacaaccaat gaggaatact tggatctcac ccagcctctc 900 
gaacagtatt ctcctagtta ccccgacaca agtagctctt gttcttcagg ggacgattct 960 
gtgttttctc cagaccccat gccttatgaa ccctgtctgc ctcagtatcc acacataaac 1020 
ggcagtgtta aaacatga 103 8 



<210> 14 
<211> 345 
<212> PRT 

<213> Mus musculus 
<400> 14 

Pro Arg Asp Lys Leu Thr Leu Gly Lys Pro Leu Gly Glu Gly Cys Phe 
1 ^5 10 15 

Gly Gin Val Val Met Ala Glu Ala Val Gly lie Asp Lys Asp Lys Pro 
20 25 30 

Lys Glu Ala Val Thr Val Ala Val Lys Met Leu Lys Asp Asp Ala Thr 
35 40 45 

Glu Lys Asp Leu Ser Asp Leu Val Ser Glu Met Glu Met Met Lys Met 
50 55 60 

lie Gly Lys His Lys Asn lie lie Asn Leu Leu Gly Ala Cys Thr Gin 
65 70 75 80 

Asp Gly Pro Leu Tyr Val lie Val Glu Tyr Ala Ser Lys Gly Asn Leu 
85 90 95 

Arg Glu Tyr Leu Arg Ala Arg Arg Pro Pro Gly Met Glu Tyr Ser Tyr 
100 105 110 

Asp lie Asn Arg Val Pro Glu Glu Gin Met Thr Phe Lys Asp Leu Val 
115 120 125 

Ser Cys Thr Tyr Gin Leu Ala Arg Gly Met Glu Tyr Leu Ala Ser Gin 
130 135 140 

Lys Cys lie His Arg Asp Leu Ala Ala Arg Asn Val Leu Val Thr Glu 
145 150 155 160 

Asn Asn Val Met Lys lie Ala Asp Phe Gly Leu Ala Arg Asp lie Asn 
165 170 175 

Asn lie Asp Tyr Tyr Lys Lys Thr Thr Asn Gly Arg Leu Pro Val Lys 
180 185 190 

Trp Met Ala Pro Glu Ala Leu Phe Asp Arg Val Tyr Thr His Gin Ser 
195 200 205 



Asp Val Trp Ser Phe Gly Val Leu Met Trp Glu lie Phe Thr Leu Gly 
210 215 220 
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Gly Ser Pro 
225 



Tyr Pro Gly lie Pro Val Glu Glu Leu Phe Lys Leu Leu 
230 235 240 



Lys Glu Gly 
Tyr Met Met 



His Arg 
245 

Met Arg 
260 



Met Asp Lys Pro Thr Asn Cys Thr 
250 



Asp Cys Trp His Ala Val 
265 



Pro Ser 



Asn Glu Leu 
255 

Gin Arg Pro 
270 



Thr Phe Lys 
275 



Gin Leu Val Glu 



Asp Leu Asp Arg 
280 



lie Leu 
285 



Thr Leu Thr 



Thr Asn Glu 
290 

Pro Ser Tyr 
305 

Val Phe Ser 



Glu Tyr 
Pro Asp 



Pro Asp 
325 



Leu Asp 
295 

Thr Ser 
310 



Leu Thr Gin Pro 



Ser Ser Cys Ser 
315 



Pro Met Pro Tyr Glu Pro 
330 



Leu Glu 
300 

Ser Gly 
Cys Leu 



Gin Tyr Ser 



Asp Asp Ser 
320 

Pro Gin Tyr 
335 



Pro His lie 



Asn Gly 
340 



Ser Val 



Lys Thr 
345 



<210> 15 
<211> 2620 
<212> DNA 

<213> Mus musculus 



<400> 15 

ctcgagtcct 

gcaagtcgcc 

tgcgcagtgg 

ccaagaagcc 

cattcaacaa 

ttttctactt 

acatctgtgg 

aagcacccgt 

cttcttcagt 

ccctcggcct 

agcctgaacc 

gcaatgacaa 

atggcttttt 

cgggagagtc 

aatccccatc 

ctgcaggtgt 

ctggcaacac 

agctggacac 

accggtctcc 

actgtatccc 

atttgaacaa 

ttccgagcga 

tgttgacagc 

ccaactcgcc 

atgtgccaat 

ctgctcatat 



cacggcgtgc 
cccggagaag 
ccgtttgact 
tattcggatt 
aaaggagttt 
ggtggcagat 
attcaatccc 
cgattcacct 
cgcgctacct 
ccaggacgat 
taacagaacc 
cgtcccttcc 
gcagcaacaa 
cagcctctat 
aagcacggag 
agaaacgcag 
ttaccagatc 
cattcctgat 
tgtggaaacg 
tcctccagta 
gttgcggaaa 
tagatctagt 
gggaggtgtc 
acctcgacaa 
gaccccaggg 
gggcttcagg 



accatgagcg 
aagttgaagc 
ggagacccgg 
attgatttaa 
gaaaacagct 
agtgaggaag 
acagaagaag 
ttcgctataa 
cctccttacc 
ccacaagact 
ctctttgact 
caccagactc 
atgatgtatg 
aacctgccca 
gccgacgggg 
atgagacatg 
ccacggacat 
atccccccac 
tgtggagtcc 
ggcatgacgc 
gatgctagtt 
tccctggaag 
tcgggtgaag 
cattccggca 
acctttgact 
tccagcccaa 



gcggcgaagt 
gttatgcgtg 
atgtcctgga 
atttatgtca 
atatctttga 
acatgaacaa 
atcctgtgaa 
gtacagcacc 
aggtcatcag 
acctcttgct 
ctgccaagcc 
ctgcttcctc 
actgcccacc 
ggagctattc 
agctgtacac 
tatccatcag 
ttccagaaag 
ctcggccacc 
cacgcacggc 
cctcccggag 
ctcaagattg 
gcttccatag 
agctggatga 
gctttaccga 
tttcttcctt 
agacccctcc 



ggtttgctcg 
gaagagaagg 
gtattacaaa 
gcaagttgat 
tatcaacacc 
gtgggtccgt 
gccgctgact 
agcctccagt 
ccttccgcca 
gatcaactgt 
caccttttct 
ccagagcaaa 
gtcccggctg 
ccatgacgtg 
ctttaacacc 
ttacgacatt 
cacactggga 
aaagccacat 
ctcggacact 
taataccatt 
ctatgatatt 
ccagtataaa 
gaactacgtt 
gccaatccag 
tggaatgcaa 
caggaggcca 



ggatggctcc 
tggtttgtgt 
aacgatcatg 
gctgggttga 
atcgaccgga 
tgtatctgtg 
ggctcctcac 
cagatggaag 
cacccagaca 
caaagcaaga 
gagacagact 
cacggaatga 
acatctgtct 
ttgccaaagg 
ccatctggga 
ccgccaacac 
cagtcatcaa 
ccaagtcatg 
gacagcagtt 
tccaccgtgg 
ccacggacct 
atcaaaagcg 
cccatgaacc 
gagccaaact 
gtccctcctc 
gttcctgttg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 
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ctgactgtga 
cacctttaga 
ccatcaccag 
ctgtgcacag 
tgaatccaaa 
gaagcagccc 
tagattctgg 
tggcagacga 
gtaccagaga 
atgtgaagtg 
atgccaagtg 
atctctcaca 
taacgtgtaa 
aattaacaca 
ggtcttcccg 
ctctatataa 
ctacagggct 
gtggtagcca 



accacccccg 
cataaaacct 
gagcttcgct 
tacgacatcg 
tctgtctggc 
gatgaataaa 
gaagtccacg 
gagggtggat 
agcttggacg 
aagacatgcc 
aagatgttcc 
catgttcaag 
ataacccggg 
cctgtagtat 
atctacctta 
caatactaag 
aacaccatta 
ttagcttaag 



gtggatagga 
ctgtcagaat 
cgggactcct 
agcagcgact 
gaagacccga 
cccaaaggag 
ccaccacgga 
tacgttgtgg 
gatgggaggc 
gtcgcctctg 
cactctcagt 
caaattaggt 
gaaatagtgt 
tactatactg 
acagactttc 
tgaactgagc 
aaacaagaag 
ctgtagaaca 



atctcaagcc 
gggaagagct 
ctaggtttcc 
ctcatgacag 
atctctttgc 
acaaacaagt 
agcaaaagag 
tggaccaaca 
agtccacaga 
cgggaagacg 
ggagcctcga 
tgtgaatggt 
ttttagttca 
atgcacgttt 
cttgggaggt 
tacttgtaat 
taagttgaca 
tagttggccg 



agacagaaaa 
gcaagcccca 
catgtcccct 
tgaagagaac 
cagcaacagc 
cgaatacctg 
cagtggttct 
gaagactctg 
gtccgagaca 
agatctgagt 
gcagagggga 
gctgtgtggt 
cagagaagct 
tcatttaaaa 
cttttggcct 
tctggaaatt 
cattcgcttt 



gtcaagccgg 
gtcagatctc 
cggcctgatt 
tatgtcccca 
cttgatgggg 
gatttagacc 
ggcagcagca 
gccctgaaga 
cccacaaaga 
ggaaagagag 
agagagaagg 
attggattta 
ttctgtccct 
ccttggtttg 
cctcacacta 
ccagttgaag 
tctcttgaag 



1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2620 



<210> 16 
<211> 695 
<212> PRT 

<213> Mus musculus 
<400> 16 

Met Ser Gly Gly Glu Val Val Cys Ser Gly Trp Leu Arg Lys Ser Pro 
1 5 10 15 

Pro Glu Lys Lys Leu Lys Arg Tyr Ala Trp Lys Arg Arg Trp Phe Val 
20 25 30 

Leu Arg Ser Gly Arg Leu Thr Gly Asp Pro Asp Val Leu Glu Tyr Tyr 
3 5 4 0 4 5 

Lys Asn Asp His Ala Lys Lys Pro lie Arg lie lie Asp Leu Asn Leu 
50 55 60 

Cys Gin Gin Val Asp Ala Gly Leu Thr Phe Asn Lys Lys Glu Phe Glu 
65 70 75 80 

Asn Ser Tyr lie Phe Asp lie Asn Thr lie Asp Arg He Phe Tyr Leu 
85 90 95 

Val Ala Asp Ser Glu Glu Asp Met Asn Lys Trp Val Arg Cys He Cys 
100 105 110 

Asp He Cys Gly Phe Asn Pro Thr Glu Glu Asp Pro Val Lys Pro Leu 
115 120 125 

Thr Gly Ser Ser Gin Ala Pro Val Asp Ser Pro Phe Ala He Ser Thr 
130 135 140 

Ala Pro Ala Ser Ser Gin Met Glu Ala Ser Ser Val Ala Leu Pro Pro 
145 150 155 160 



Pro Tyr Gin Val He Ser Leu Pro Pro His Pro Asp Thr Leu Gly Leu 
165 170 175 
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Gin Asp Asp Pro Gin Asp Tyr Leu Leu Leu lie Asn Cys Gin Ser Lys 
180 185 190 

Lys Pro Glu Pro Asn Arg Thr Leu Phe Asp Ser Ala Lys Pro Thr Phe 
195 200 205 

Ser Glu Thr Asp Cys Asn Asp Asn Val Pro Ser His Gin Thr Pro Ala 
210 215 220 

Ser Ser Gin Ser Lys His Gly Met Asn Gly Phe Leu Gin Gin Gin Met 
225 230 235 240 

Met Tyr Asp Cys Pro Pro Ser Arg Leu Thr Ser Val Ser Gly Glu Ser 
245 250 255 

Ser Leu Tyr Asn Leu Pro Arg Ser Tyr Ser His Asp Val Leu Pro Lys 
260 265 270 

Glu Ser Pro Ser Ser Thr Glu Ala Asp Gly Glu Leu Tyr Thr Phe Asn 
275 280 285 

Thr Pro Ser Gly Thr Ala Gly Val Glu Thr Gin Met Arg His Val Ser 
290 295 300 

lie Ser Tyr Asp lie Pro Pro Thr Pro Gly Asn Thr Tyr Gin lie Pro 
305 310 315 320 

Arg Thr Phe Pro Glu Ser Thr Leu Gly Gin Ser Ser Lys Leu Asp Thr 
325 330 335 

lie Pro Asp lie Pro Pro Pro Arg Pro Pro Lys Pro His Pro Ser His 
340 345 350 

Asp Arg Ser Pro Val Glu Thr Cys Gly Val Pro Arg Thr Ala Ser Asp 
355 360 365 

Thr Asp Ser Ser Tyr Cys lie Pro Pro Pro Val Gly Met Thr Pro Ser 
370 375 380 

Arg Ser Asn Thr lie Ser Thr Val Asp Leu Asn Lys Leu Arg Lys Asp 
385 390 395 400 

Ala Ser Ser Gin Asp Cys Tyr Asp lie Pro Arg Thr Phe Pro Ser Asp 
405 410 415 

Arg Ser Ser Ser Leu Glu Gly Phe His Ser Gin Tyr Lys lie Lys Ser 
420 425 430 

Val Leu Thr Ala Gly Gly Val Ser Gly Glu Glu Leu Asp Glu Asn Tyr 
435 440 445 

Val Pro Met Asn Pro Asn Ser Pro Pro Arg Gin His Ser Gly Ser Phe 
450 455 460 



Thr Glu Pro lie Gin Glu Pro Asn Tyr Val Pro Met Thr Pro Gly Thr 
465 470 475 480 
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Phe Asp Phe Ser Ser Phe Gly Met Gin Val Pro Pro Pro Ala His Met 
485 490 495 

Gly Phe Arg Ser Ser Pro Lys Thr Pro Pro Arg Arg Pro Val Pro Val 
500 505 510 

Ala Asp Cys Glu Pro Pro Pro Val Asp Arg Asn Leu Lys Pro Asp Arg 
515 520 525 

Lys Val Lys Pro Ala Pro Leu Asp lie Lys Pro Leu Ser Glu Trp Glu 
530 535 540 

Glu Leu Gin Ala Pro Val Arg Ser Pro lie Thr Arg Ser Phe Ala Arg 
545 550 555 560 

Asp Ser Ser Arg Phe Pro Met Ser Pro Arg Pro Asp Ser Val His Ser 
565 570 575 

Thr Thr Ser Ser Ser Asp Ser His Asp Ser Glu Glu Asn Tyr Val Pro 
580 585 590 

Met Asn Pro Asn Leu Ser Gly Glu Asp Pro Asn Leu Phe Ala Ser Asn 
595 600 605 

Ser Leu Asp Gly Gly Ser Ser Pro Met Asn Lys Pro Lys Gly Asp Lys 
610 615 620 

Gin Val Glu Tyr Leu Asp Leu Asp Leu Asp Ser Gly Lys Ser Thr Pro 
625 630 635 640 

Pro Arg Lys Gin Lys Ser Ser Gly Ser Gly Ser Ser Met Ala Asp Glu 
645 650 655 

Arg Val Asp Tyr Val Val Val Asp Gin Gin Lys Thr Leu Ala Leu Lys 
660 665 670 

Ser Thr Arg Glu Ala Trp Thr Asp Gly Arg Gin Ser Thr Glu Ser Glu 
675 680 685 

Thr Pro Thr Lys Asn Val Lys 
690 695 



<210> 17 
<211> 1565 
<212> DNA 

<213> Mus musculus 
<400> 17 

gtcgacccac gcgtccgggc ggcggctgcg ggtggtggac ctgcagacgg ccgtcgccca 60 
cacctcgctc tctcctgggc cggcggatcc ttttgtctct ccgagcggcg aaggtcgcag 120 
agcaggcgcg gcggctgcgg gacgcaaacg cccgctctct cggtcacctc cccagcctcg 180 
gccaccgcag aacttgggct cgagaagcca gcggaccgcg tccagctcca gagccggttt 240 
agtctccact gccagctgcc atgggcaagc agaacagcaa gctgcgtcct gaggtgctgc 300 
aggacctgcg ggaacacacg gaattcaccg accatgagct tcaggagtgg tacaagggct 360 
tcctcaagga ctgccccact ggccacctga ctgtggacga gttcaagaag atctacgcca 420 
acttcttccc ctacggcgat gcctccaagt tcgctgaaca cgtcttccgc accttcgaca 480 
ccaacagcga tggcaccatc gacttccggg agttcatcat tgctctgagt gtgacctctc 540 
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ggggcaagct 
gctacatcag 
ccgtgatgaa 
ggcagatgga 
agagcgaccc 
gaggggaatg 
ttgcttgtaa 
cagcaatcgc 
gctccttcca 
tggcggccct 
attctatgat 
cttcctgtgc 
atataccgtg 
atgttcagcc 
gtgattcccc 
tgattccaca 
atgcaggtgt 
caaat 



ggaacagaag 
ccgcagtgaa 
gatgcctgag 
cacaaacaat 
atccattgtc 
ggcttttgga 
aagtggattt 
accctcctga 
atggttcaag 
taaggacacc 
cccaggtgac 
atggctccac 
gtatccttac 
cctgtattta 
ccacccccaa 
ggagatacat 
ttctgtgtgc 



ctcaagtggg 
atgctggaga 
gacgagtcca 
gatggcaaac 
cggttgctgc 
catttgtgag 
ctccgtgatc 
cctggccaac 
tgttctcggc 
agacaggact 
tttgtgagga 
ctcccttgtt 
ttttaatata 
atgcctctga 
gtctggctgt 
gcatgcccag 
tctgtccttc 



cctttagcat 
tagtgcaggc 
cgcccgagaa 
tgtccctgga 
agtgtgatcc 
aaacacaggc 
tctcctgctc 
tgtggcttcc 
tgtcgggctc 
tttcagtatc 
tgaaaaagat 
cattttctct 
tgagttattt 
ctgcctttga 
gctgtggtat 
ggctgtggac 
ctgtcgattg 



gtacgacctg 
catctacaag 
gcgaacagac 
agaattcatc 
cagcagtgct 
ttggcctgcc 
tcccaggacc 
tcctcctcca 
cttcctgccc 
ttaccaagac 
ggagagtaga 
gaccaaagcc 
gtatggtgag 
agcatggtcc 
ttatgcattc 
atctgccctc 
gtatggcata 



gacggcaatg 
atggtgtcct 
aagatcttca 
aaaggtgcca 
agccagttct 
atcttcagct 
tgggtccagg 
gtccaggctg 
acagagggcc 
cagctaattt 
caggcaagcc 
gcttgcatgt 
atggactata 
cctgtggcct 
atgatttgcc 
cgtcctgtaa 
ttaaaatgat 



600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1565 



<210> 18 
<211> 193 
<212> PRT 

<213> Mus musculus 
<400> 18 

Met Gly Lys Gin Asn Ser Lys Leu Arg Pro Glu Val Leu Gin Asp Leu 
1 ^5 10 15 

Arg Glu His Thr Glu Phe Thr Asp His Glu Leu Gin Glu Trp Tyr Lys 
20 25 30 

Gly Phe Leu Lys Asp Cys Pro Thr Gly His Leu Thr Val Asp Glu Phe 
35 40 45 

Lys Lys lie Tyr Ala Asn Phe Phe Pro Tyr Gly Asp Ala Ser Lys Phe 
50 55 60 

Ala Glu His Val Phe Arg Thr Phe Asp Thr Asn Ser Asp Gly Thr lie 
65 70 75 80 

Asp Phe Arg Glu Phe lie lie Ala Leu Ser Val Thr Ser Arg Gly Lys 
85 90 95 

Leu Glu Gin Lys Leu Lys Trp Ala Phe Ser Met Tyr Asp Leu Asp Gly 
100 105 110 

Asn Gly Tyr lie Ser Arg Ser Glu Met Leu Glu lie Val Gin Ala lie 
115 120 125 

Tyr Lys Met Val Ser Ser Val Met Lys Met Pro Glu Asp Glu Ser Thr 
130 135 140 



Pro Glu Lys Arg Thr Asp Lys lie Phe Arg Gin Met Asp Thr Asn Asn 
145 150 155 160 



Asp Gly Lys Leu Ser Leu Glu Glu Phe lie Lys Gly Ala Lys Ser Asp 
165 170 175 
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Pro Ser lie Val Arg Leu Leu Gin Cys Asp Pro Ser Ser Ala Ser Gin 
180 185 190 

Phe 



<210> 19 
<211> 1350 
<212> DNA 

<213> Mus musculus 



<400> 19 

ggatgagaca 

aggcagccaa 

ctgtttgatg 

ctactactat 

tgtcactggg 

agcccatgtg 

ccttgaactc 

tgcggagcaa 

aaaccacatc 

agtcatggag 

gaagcagagc 

tatgattgct 

aacagaactc 

agacacagaa 

ggaggagtgc 

tgacaaattg 

tttttcatta 

tggtgagtgg 

tctttccaga 

tgcacagtga 

acttgattgt 

atgaaacaat 

tgcaaaaaaa 



gaaggataga 
taaaaaggag 
gcagttatga 
tctacaaatg 
gccagcaaag 
gtattgactg 
ggagcagcct 
tttattgtca 
actcagacct 
gtcaacttcc 
aatggcagca 
ccctactctg 
tacataacca 
acagctatga 
gccctggaga 
cctttgactc 
cgatattata 
tcttagaaca 
gatacacaaa 
aaatgtaatt 
aactatggat 
gataactaat 
aaaaaaaaaa 



gaggaggaga 
ccgcacttat 
aaaattacct 
aagagttcag 
ggattggaag 
ccaggtcgga 
ctgctcacta 
aggcgggaaa 
cgctgtctct 
tcagctacgt 
ttgccgtcat 
caagcaagtt 
aggtcaacgt 
aggaaatctc 
tcatcaaagg 
caatcctgct 
ataaggacat 
gtcctgcctc 
ttttggggta 
gtaataaatg 
ataaacacat 
gtaacattaa 
aaaaaaaaaa 



gagagagaga 
ctgaagcctc 
cctcccgatc 
accagaaatg 
agaaatggca 
ggaaggtctc 
cattgctggc 
gctcatgggc 
cttccatgac 
ggtcatgagc 
ctcctccttg 
tgctctggat 
gtccatcact 
tgggataatt 
cacagctcta 
tgggaaccca 
gtttgtaagt 
atacttcagt 
cacctcatca 
tcacaaacca 
agtggttgta 
atataataaa 



gaagagaagc 
aaggggcctg 
ctggtgctct 
ctccagggaa 
tatcatctgt 
cagaaggtag 
actatggaag 
ggactggaca 
gacatccact 
acagccgcct 
gctgggaaaa 
gggttctttt 
ctctgtgtcc 
gacgccctag 
cgcaaaagcg 
ggaaggaaga 
aactaggaac 
aagccctacc 
tgagaaattc 
ctttgggcct 
tcggctttac 
ggtaatatca 



aaccagaaat 
agccaggtcc 
ccctggccta 
agaaagtgat 
caaaaatggg 
tgtctcgctg 
acatgacatt 
tgcttattct 
ctgtgcgaag 
tgcccatgct 
tgacccagcc 
ccaccattag 
ttggcctcat 
cttctcccaa 
aggtgtacta 
tcatggaatt 
tcctgagccc 
cacaaaagta 
ttgcaacact 
gcagttgtga 
ctcacactga 
acttcgtaaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1350 



<210> 20 
<211> 292 
<212> PRT 

<213> Mus musculus 
<400> 20 

Met Ala Val Met Lys Asn Tyr Leu Leu Pro lie Leu Val Leu Ser Leu 
1 5 10 15 

Ala Tyr Tyr Tyr Tyr Ser Thr Asn Glu Glu Phe Arg Pro Glu Met Leu 
2 0 25 3 0 



Gin Gly Lys Lys Val lie Val Thr Gly Ala Ser Lys Gly lie Gly Arg 
35 40 45 



Glu Met Ala Tyr His Leu Ser Lys Met Gly Ala His Val Val Leu Thr 
50 55 60 
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Ala Arg Ser Glu Glu Gly Leu Gin Lys Val Val Ser Arg Cys Leu Glu 
65 70 75 80 

Leu Gly Ala Ala Ser Ala His Tyr lie Ala Gly Thr Met Glu Asp Met 
85 90 95 

Thr Phe Ala Glu Gin Phe lie Val Lys Ala Gly Lys Leu Met Gly Gly 
100 105 110 

Leu Asp Met Leu lie Leu Asn His lie Thr Gin Thr Ser Leu Ser Leu 
115 120 125 

Phe His Asp Asp lie His Ser Val Arg Arg Val Met Glu Val Asn Phe 
130 135 140 

Leu Ser Tyr Val Val Met Ser Thr Ala Ala Leu Pro Met Leu Lys Gin 
145 150 155 160 

Ser Asn Gly Ser lie Ala Val lie Ser Ser Leu Ala Gly Lys Met Thr 
165 170 175 

Gin Pro Met lie Ala Pro Tyr Ser Ala Ser Lys Phe Ala Leu Asp Gly 
180 185 190 

Phe Phe Ser Thr lie Arg Thr Glu Leu Tyr lie Thr Lys Val Asn Val 
195 200 205 

Ser lie Thr Leu Cys Val Leu Gly Leu lie Asp Thr Glu Thr Ala Met 
210 215 220 

Lys Glu lie Ser Gly lie lie Asp Ala Leu Ala Ser Pro Lys Glu Glu 
225 230 235 240 

Cys Ala Leu Glu lie lie Lys Gly Thr Ala Leu Arg Lys Ser Glu Val 
245 250 255 

Tyr Tyr Asp Lys Leu Pro Leu Thr Pro lie Leu Leu Gly Asn Pro Gly 
260 265 270 

Arg Lys lie Met Glu Phe Phe Ser Leu Arg Tyr Tyr Asn Lys Asp Met 
275 280 285 

Phe Val Ser Asn 
290 



<210> 21 
<211> 1554 
<212> DNA 

<213> Mus musculus 
<400> 21 

ggagatcagg ccaccacgag acagagatgg agaccagcag cctgtggccc ccgaggccca 60 
gccccagtgc agggctgagc ctggaggcgc ggctgggcgt ggacactcgc ctctgggcca 120 
aggtgctgtt caccgcgctc tattcgctca tcttcgcgct tggcacagcc ggcaatgcgc 180 
tgtccgtgca cgtggtgctg aaggcgcgga cgggtcgccc cgggcgcctg cgctaccacg 240 
tgctcagcct ggcactgtca gccctgctgc tactgctgat cagcgtgccc atggagctct 300 
acaacttcgt gtggtcccac tacccctggg tcttcggcga tctcggctgt cgtggctatt 360 
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acttcgtgcg 
agcgctgcct 
cctgccgcct 
ttatcatggg 
gtgtgtgcac 
ctggtctcct 
accacctggt 
ccagccgcct 
ccctctccct 
gcctccagca 
tgccgtacca 
agctctatga 
cggcagtgac 
aatctctcag 
cagagtcaac 
tgggtgaaat 
aagccatgcc 
tgcatactgc 
aggtgtagaa 
accagtactc 



cgagctgtgc 
ggccgtgtgc 
gctgtcactg 
acagaagcac 
ggtgctagta 
tcgttctccc 
ggccctctac 
ggagctcctg 
gggggtccaa 
cagcgcccag 
tgcccgcagg 
cttctatcac 
cccagtcctc 
ttccctgtgt 
tactagtacg 
acaagtgtga 
attactaaca 
aggcaagcca 
taggacaaat 
cataaatttt 



gcctacgcca 
cagccgctgc 
gtctgggtcg 
gaaatggaga 
agtcgcgcca 
ctttgggaac 
tcccaggtac 
agtgaggaag 
gccagcctgg 
gttctcagag 
ctcatgtact 
tatttctaca 
tacaatgccg 
ggtgaacagc 
tacagtttcc 
agagaacaaa 
gtctaagcgg 
cgtaacacct 
tgcctagtga 
agctggtgct 



cggtgctgag 

gcgcccgccg 
cctctctggg 
gggccgacgg 
gctccaggtc 
tcactgctat 
catcagcttc 
gcctcctggg 
tgagacacaa 
ccatcgtggc 
gctacatccc 
tggtgaccaa 
tgtcttcctc 
gctccgtggt 
ggctttgggg 
caatggctgc 
acctactgac 
cctgccctca 
tgaaggtgcc 
atttttaaaa 



cgtggccagc 
cctgctcacc 
ccttgccctg 
ggagcctgag 
tacattccag 
tctgaatggg 
tgcccaagtc 
cttcatcaca 
ggatgccagc 
tgtgtatgtc 
cgatgatgga 
cacgctcttc 
cttcagaaag 
gcccttaccc 
atccccaaga 
ttgggacaca 
ccagcgcagt 
gcttcccacc 
cagtgccagc 
aaaaaaaaaa 



ctgagcgcag 
ccgcgccgca 
cccatggcgg 
cctgcctcgc 
gtgaaacgtg 
atcactgtca 
aactccatcc 
tggagaaaga 
cagatccgca 
atctgctggc 
tggactgatg 
tatgtcagct 
ctctttctgg 
caagaagccc 
aaccccagcc 
cccatcagat 
cattgaccag 
tgtgcaacca 
ctggtacaga 
aaaa 



420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1554 



<210> 22 
<211> 417 
<212> PRT 
<213> Mus 



musculus 



<400> 22 
Met Glu Thr Ser 
1 

Leu Ser Leu Glu 
20 

Val Leu Phe Thr 
35 

Gly Asn Ala Leu 
50 

Pro Gly Arg Leu 
65 

Leu Leu Leu Leu 



Ser His Tyr Pro 
100 

Phe Val Arg Glu 
115 

Leu Ser Ala Glu 
130 

Arg Leu Leu Thr 
145 



Ser Leu Trp Pro 
5 

Ala Arg Leu Gly 



Ala Leu Tyr Ser 
40 

Ser val His Val 
55 

Arg Tyr His Val 
70 

lie Ser Val Pro 
85 

Trp Val Phe Gly 



Leu Cys Ala Tyr 
120 

Arg Cys Leu Ala 
135 

Pro Arg Arg Thr 
150 



Pro Arg Pro Ser 
10 

Val Asp Thr Arg 
25 

Leu lie Phe Ala 



Val Leu Lys Ala 
60 

Leu Ser Leu Ala 
75 

Met Glu Leu Tyr 
90 

Asp Leu Gly Cys 
105 

Ala Thr Val Leu 



Val Cys Gin Pro 
140 

Cys Arg Leu Leu 
155 



Pro Ser Ala Gly 
15 

Leu Trp Ala Lys 
30 

Leu Gly Thr Ala 
45 

Arg Thr Gly Arg 



Leu Ser Ala Leu 
80 

Asn Phe Val Trp 
95 

Arg Gly Tyr Tyr 
110 

Ser Val Ala Ser 
125 

Leu Arg Ala Arg 



Ser Leu Val Trp 
160 
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Val Ala Ser Leu Gly Leu Ala Leu Pro Met Ala Val lie Met Gly Gin 
165 170 175 

Lys His Glu Met Glu Arg Ala Asp Gly Glu Pro Glu Pro Ala Ser Arg 
180 185 190 

Val Cys Thr Val Leu Val Ser Arg Ala Ser Ser Arg Ser Thr Phe Gin 
195 200 205 

Val Lys Arg Ala Gly Leu Leu Arg Ser Pro Leu Trp Glu Leu Thr Ala 
210 215 220 

lie Leu Asn Gly lie Thr Val Asn His Leu Val Ala Leu Tyr Ser Gin 
225 230 235 240 

Val Pro Ser Ala Ser Ala Gin Val Asn Ser lie Pro Ser Arg Leu Glu 
245 250 255 

Leu Leu Ser Glu Glu Gly Leu Leu Gly Phe lie Thr Trp Arg Lys Thr 
260 265 270 

Leu Ser Leu Gly Val Gin Ala Ser Leu Val Arg His Lys Asp Ala Ser 
275 280 285 

Gin lie Arg Ser Leu Gin His Ser Ala Gin Val Leu Arg Ala He Val 
290 295 300 

Ala Val Tyr Val He Cys Trp Leu Pro Tyr His Ala Arg Arg Leu Met 
305 310 315 320 

Tyr Cys Tyr He Pro Asp Asp Gly Trp Thr Asp Glu Leu Tyr Asp Phe 
325 330 335 

Tyr His Tyr Phe Tyr Met Val Thr Asn Thr Leu Phe Tyr Val Ser Ser 
340 345 350 

Ala Val Thr Pro Val Leu Tyr Asn Ala Val Ser Ser Ser Phe Arg Lys 
355 360 365 

Leu Phe Leu Glu Ser Leu Ser Ser Leu Cys Gly Glu Gin Arg Ser Val 
370 375 380 

Val Pro Leu Pro Gin Glu Ala Pro Glu Ser Thr Thr Ser Thr Tyr Ser 
385 390 395 400 

Phe Arg Leu Trp Gly Ser Pro Arg Asn Pro Ser Leu Gly Glu He Gin 
405 410 415 

Val 



<210> 23 

<211> 761 

<212> DNA 

<213> Mus musculus 



20 



<400> 23 

ggcgctcgcc 

agcaggccga 

ccgagctgtc 

gccgcaggtc 

agaagttgca 

gcaccacggt 

gtaaggtctt 

gtggcgatga 

atataagcaa 

tttctgtatt 

cggcttttga 

gcaccctcat 

gagaagaatg 



ctcgctcgcc 
gcgctacgac 
caacgaggag 
cgcctggagg 
gctgatcaag 
cctggaattg 
ctatctgaaa 
tcgaaaacaa 
gaaggagatg 
ttactatgag 
tgaggccatc 
catgcagttg 
tgatgcagca 



atggagaaga 
gacatggcca 
cgcaacctgc 
gtcatctcga 
gactatcggg 
ttggataagt 
atgaagggag 
acaatagaaa 
cagcctacgc 
atccttaata 
gcagagcttg 
cttagagaca 
gagggggccg 



ccgagctgat 
cctgcatgaa 
tgtcggtggc 
gcattgagca 
agaaagtgga 
atttaatagc 
attatttccg 
attcccaagg 
atccaatccg 
atccagagct 
atacactgaa 
acttaacatt 
aaaactaaac 



ccagaaggcc 
agccgtgacg 
ctacaaaaac 
gaagaccgac 
gtcggagctg 
caatgcaact 
gtatcttgct 
agcctaccaa 
cctggggctg 
tgcctgcaca 
cgaagactcc 
atggacatca 
c 



aagctggccg 60 
gagcagggcg 12 0 
gtggtagggg 180 
acctctgaca 240 
aggtccatct 300 
aatccagaga 3 60 
gaagtagctt 420 
gaggcgtttg 480 
gctcttaact 54 0 
ctggctaaaa 600 
tacaaagaca 660 
gacagtgcag 720 
761 



<210> 24 
<211> 245 
<212> PRT 

<213> Mus musculus 
<400> 24 

Met Glu Lys Thr Glu Leu lie Gin Lys Ala Lys Leu Ala Glu Gin Ala 
15 10 15 

Glu Arg Tyr Asp Asp Met Ala Thr Cys Met Lys Ala Val Thr Glu Gin 
20 25 30 

Gly Ala Glu Leu Ser Asn Glu Glu Arg Asn Leu Leu Ser Val Ala Tyr 
3 5 4 0 4 5 

Lys Asn Val Val Gly Gly Arg Arg Ser Ala Trp Arg Val lie Ser Ser 
50 55 60 

lie Glu Gin Lys Thr Asp Thr Ser Asp Lys Lys Leu Gin Leu lie Lys 
65 70 75 80 

Asp Tyr Arg Glu Lys Val Glu Ser Glu Leu Arg Ser lie Cys Thr Thr 
85 90 95 

Val Leu Glu Leu Leu- Asp Lys Tyr Leu lie Ala Asn Ala Thr Asn Pro 
100 105 110 

Glu Ser Lys Val Phe Tyr Leu Lys Met Lys Gly Asp Tyr Phe Arg Tyr 
115 120 125 

Leu Ala Glu Val Ala Cys Gly Asp Asp Arg Lys Gin Thr lie Glu Asn 
130 135 140 

Ser Gin Gly Ala Tyr Gin Glu Ala Phe Asp lie Ser Lys Lys Glu Met 
145 150 155 160 

Gin Pro Thr His Pro lie Arg Leu Gly Leu Ala Leu Asn Phe Ser Val 
165 170 175 



Phe Tyr Tyr Glu lie Leu Asn Asn Pro Glu Leu Ala Cys Thr Leu Ala 
180 185 190 
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Lys Thr Ala Phe Asp Glu Ala lie Ala Glu Leu Asp Thr Leu Asn Glu 
195 200 205 

Asp Ser Tyr Lys Asp Ser Thr Leu lie Met Gin Leu Leu Arg Asp Asn 
210 215 220 

Leu Thr Leu Trp Thr Ser Asp Ser Ala Gly Glu Glu Cys Asp Ala Ala 
225 230 235 240 

Glu Gly Ala Glu Asn 
245 



<210> 25 
<211> 417 
<212> DNA 

<213> Mus musculus 



<400> 25 

tttttttttt 

cttggcagtg 

ggcagggtgg 

agaaatatat 

atgggcgaga 

gcaggaaaga 

gcccaccagg 



tttttttccc 
gtaggactga 
gcacactagc 
cctcatgcag 
agcccagagc 
tctctggctc 
gatctgaatc 



atcccctgct 
gagtacaaga 
aagtgcagag 
ccgttcatta 
tgggatcccc 
cagagtgagg 
atccgtgggt 



ggctttatta 
gttggaagcc 
aggaggcctg 
tggtcatgta 
accgcccgga 
ttcattgcct 
gtcattcgag 



ctgggcaggg 
ctggggctca 
tatatatgtc 
gcaggacagg 
taaagcggct 
tgcaggctcc 
gctctgtaaa 



gaaacagatc 60 
gctttcacta 120 
aaccccacgg 180 
tgtgcggttc 240 
gtcagtggca 300 
gctgaaagct 3 60 
cttctga 417 



<210> 26 
<211> 715 
<212> DNA 

<213> Mus musculus 
<220> 

<221> modif ied_base 
<222> (613) 

<223> a, c, t, g, unknown or other 



<400> 26 

gccatcaatg 

ggctcattaa 

ctttctcagg 

taatgatgcc 

agtcttcagg 

aaaatagaaa 

aaaataggtg 

gagaactgtg 

agagtggtag 

cttataggcg 

tttgcttgcc 

ctcgggtcca 



ctttattcct 
ggaagtgaca 
tgttcctccg 
cattatctgc 
acacttaaca 
agaatataaa 
ttttctttga 
aaactggaat 
gctttggcag 
tgatgcagct 
ttngtggggc 
gagggctcgt 



tcatctctgt 
tgcagatgag 
gtgcacactc 
acagggtaaa 
aaattatatt 
caaagcatgc 
gaggtttttt 
tcctgaggtt 
tcccgctgtt 
ctgtatgtgc 
atagcctttc 
gcattctggt 



cctgtccaac 
caactaggat 
acacgagttt 
actgattcca 
ctgattattc 
tttttgaggt 
taattgttta 
ttttttttcc 
gacaaagtct 
ccacagagag 
cctatgctga 
aactattttg 



actagtgaac 
agaaacatca 
gcacatacta 
tactggtgca 
attttctaga 
ttcttgggtc 
tcttatttta 
ccacttcatc 
gttttcttaa 
taaaggagga 
tgtcatattt 
cattaaatgt 



acacacctct 60 
ttcacacact 120 
taagcctgaa 180 
acctggtgga 240 
tttggggatg 3 00 
agttagtaga 360 
tttttaagtg 420 
agtctttaag 480 
actgagcctt 540 
cagaagctgc 600 
tctgcaaaac 660 
tcaac 715 



<210> 27 

<211> 201 

<212> DNA 

<213> Mus musculus 
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<400> 27 

gtgacaggac gcctccccca cacccatatt 
tggagagagg tagtttctgc cggattgtgt 
tctctggttt ttgcattttt tcttggtccg 
agtgatcgct ttcagcaatg g 



ctaagcttta tcttctagta gcctgagggc 60 
catctggagt cgttcctgtg gcctcctttt 120 
atgaaagcat ttcctttttc taaccaataa 180 

201 



<210> 28 

<211> 490 

<212> DNA 

<213> Mus musculus 



<400> 28 

agcaatgaat 

cagaaatgct 

tgccaatctc 

tacatacgca 

gcaagattaa 

gagactagcg 

ttgagaagtc 

tattattttt 

gtgaaaaagc 



gtggaacatg 
gatggaaaat 
tttgaagcgt 
ggggaactac 
tgtggtttgc 
tgaatttcct 
ctgtttttat 
cttaagaagg 



aagttaacct 
taagtgtgaa 
tggtaggaac 
ttttgcaagg 
atggcttggt 
tatgtatttt 
accttgaagc 
taatttggga 



cctggtggag 
gtttggggtc 
tctgaaagct 
tgttcatgat 
gtatctgata 
tatagaactt 
aaaacattac 
aatgtaggta 



gaaattcatc 
ctcttccagg 
gcaaaacgaa 
gatgttgaca 
aactggaata 
tgtaaacaaa 
aatgtaaaat 
atgaaacatt 



gcctgggttc 60 
atgacagatg 12 0 
ggaagattgt 180 
ttgtattgct 240 
actaagttaa 300 
ggggggcttg 3 60 
gagacaaacc 420 
tttgggaggt 480 
490 



<210> 29 
<211> 262 
<212> DNA 

<213> Mus musculus 
<400> 29 

attggtgcat gtgtgtttgc tagctcactt gtccatgaga atattttatg atattaaaga 60 
aaaccttttg aaatggctgc ttttcaaaga agataattca tggcttctca tttttcagtc 120 
tcttcaaaag tgtggctggc ctgttttatg actgcagagt tgttatgttt tttaattttg 180 
aatattgcct attaaagata ggacaaactt ggagattatg atgttgcttg gcacagactg 24 0 
tattaaaaca acactcccgt ga 262 



<210> 30 

<211> 367 

<212> DNA 

<213> Mus musculus 



<400> 30 

ctggcacgga 

cactccagca 

accgcacctt 

ttctccatgt 

tcctactaac 

ataagaaaaa 

ttaactc 



catggctgtc 
gcacatggag 
ccccagccac 
gtcaccaagt 
agtagatttt 
tagcgatgtt 



ttctgtctgc 
gtccacgcag 
acggctctca 
gaagtttgtg 
tttgtagtga 
cagttgtata 



tgtgtgggaa 
gcgtgcgcag 
agcgccacct 
ccttctatag 
acattttttg 
ccttgaatct 



acgctttcag 
ctatatttgc 
tcgctcacat 
caaagagaat 
tatttttatt 
gcagttagaa 



gcacaaagcg 60 
agtgagtgca 120 
acaggttttt 180 
attttttaca 240 
tataagtctc 300 
gagaataaag 3 60 
367 



<210> 31 
<211> 354 
<212> DNA 
<213> Mus 



musculus 



23 



<400> 31 

tttttttttt 

acaagtaaaa 

attagtagtc 

cccaggagcc 

aagctcactc 

tgtccttaac 



tttttttgca 
tgtttgtaag 
atattaatat 
taactgtgtg 
ctccagttct 
ctgctgcctg 



agagtaaaag 
aatatacaca 
tagaactaca 
gctttgagaa 
cccagcagct 
atcacattgc 



tctttaattt 
aagaattcag 
gtagaaaaaa 
ggtggagttg 
ccacgaagtc 
ctccaaagcc 



actgtgcacc 
agtataaaat 
atagctgtct 
ttctgagtga 
agtgatgtac 
aatgaaagca 



tcagaaagct 60 
tctccatgta 120 
cctagattct 180 
gcgggaagtc 240 
cacttggcgt 300 
tcag 354 



<210> 32 
<211> 2285 
<212> DNA 

<213> Mus musculus 



<400> 32 

ggggcgggac 

tccggcggcg 

gctgggcggg 

cggcggacgc 

agtaacaatg 

aagaaagaca 

atgtttggtg 

gattccagtc 

aaagcctggg 

aaaccagaat 

ctcttttttg 

gttatccgta 

gtaaaagtcc 

ttcgttgttg 

aagatgcaga 

gccgggaagc 

aagagcttcg 

gctgccatcg 

gtgattcagt 

gagtccaaag 

ctgaagctcc 

agtgccaatg 

gagtcggcca 

cgcctgcaga 

gtgtacgcca 

gctgggagca 

gaagaaggaa 

tgaactcggc 

aggtttgtta 

accacctgct 

cgctggtgtg 

cagtgtccag 

cactagggtc 

ttggtgggca 

aagaacacaa 

ctgccttcca 

ccacagactc 

tgtggtgtgg 

acgat 



gacggcgggc 
gtgtccggcg 
ctgagcggcg 
ggcgacaggt 
gagagaaccc 
gaggagtatt 
acaaagttta 
atgacagaaa 
acattggggt 
atgcttatgg 
agattgagct 
gaatcaaacg 
acctggaagg 
gggaaggaga 
gagaagaaca 
ctaagtttgg 
agaaggccaa 
tgaaagagaa 
acaggaagat 
cctcagagtc 
gagagtacaa 
agaaaggctt 
agggcgactt 
tctccatgtg 
acatgttcaa 
agaaggctgt 
aggccaaagg 
cctcctcgct 
cagtctctgt 
gctgcggggg 
aagagaccag 
cacagcatcc 
acactgcaga 

tggcaggggc 

gcccacagcc 
agtcctttcg 
tgttgttcct 
agagtgggta 



gctgcccggc 
cgcggctgag 
cgcgcggcgg 
cttctactta 
agcagccacc 
aaagattgtc 
tgtccactac 
gaagccattt 
gtctactatg 
ctcggctggc 
ccttgatttc 
gaaaggcgag 
ctgctgtggt 
agaccacgac 
gtgtattcta 
cattgacccc 
agaatcttgg 
gggaactgtg 
agtgtcctgg 
gttcctcctc 
caaagccgtg 
gtacagaagg 
cgagaaggtg 
ccagaggaag 
gaagttcgca 
agaaggagcc 
ccatgtatga 
gggctcgcct 
gattctggaa 
ggtgggggtg 
gccagcagct 
ctgtgaacct 
aaccgttgat 
gggtgatgag 
aggggctccc 
cagactcttg 
ccaacgcccg 
gaagtaggtt 



gcactagccg 
cgaccgagcg 

cggagagacg 

caaaggacaa 
atgactgagc 
aaaagagtgg 
aaagggatgt 
gcctttagcc 
aagaaaggcg 
cacctccaaa 
aaaggtgagg 
ggatactcaa 
ggaaggacat 
attccgattg 
tatcttggac 
aatgctgagc 
gagatggaca 
tacttcaagg 
ctggagatgg 
gcagccttcc 

g a gtgctgcg 

ggcgaggccc 
ttggcagtca 
gcgaaggagc 
gagcgggacg 
gctggcaaac 
cgctgcgcca 
ccaactcagg 
gcaaatggca 
ggggacatgc 
cagtccagcc 
agggcccagc 
aaaacaaact 
atttgcttag 
tggtccacag 
agtgtggctt 
tcattagtga 
tatctttccc 



gcttgcgggc 
tgcgg a cgg a 
cggagcgagg 
tgactactga 
agggtgaaga 
ggactagtga 
tgtcagatgg 
ttggccaagg 
agatctgcca 
aaattccatc 
atttatttga 
acccaaacga 
ttgattgccg 
ggatcgacaa 
cacgctatgg 
ttatgtacga 
ccaaagaaaa 
gaggcaagta 
aatacggcct 
tgaacctggc 
acaaggccct 
agctgctcat 
atcctcagaa 
acaacgagcg 
caaaggagga 
aacacgagag 
cggagggaag 
actgaacagt 
taccagtagc 
caggaaacag 
catttcagtt 
tgctgtgggt 
cagtgatctc 
cactgactga 
ctgggtctca 
tctgtcctag 
cagctttctc 
gctgtctgcc 



gctgccagtc 
gcggcggcct 
gacgcggcgg 
tgagggcacc 
tatcactacg 
cgaggcccca 
aaagaagttt 
ccaggttatc 
tttattatgt 
aaatgcaact 
agattcaggc 
aggagcaacg 
agatgtggtg 
agccctggtg 
ttttggagaa 
ggtcaccctt 
gctgacgcag 
cacgcaggcc 
gtcagagaag 
catgtgctac 
tggactggac 
gaatgacttt 
cagggccgct 
ggaccgcagg 
agccagcaaa 
tcaggccatg 
agagtcctaa 
gtttagtgta 
ttcccaaatg 
cagagaaggc 
tgtcaccttt 
tctacatcgg 
tgctttccta 
ctggcctgct 
ggccccttac 
ccagcatgtc 
tctgagtttc 
ccactcaagg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2285 
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<210> 33 
<211> 456 
<212> PRT 

<213> Mus musculus 
<400> 33 

Met Thr Thr Asp Glu Gly Thr Ser Asn Asn Gly Glu Asn Pro Ala Ala 
15 10 15 

Thr Met Thr Glu Gin Gly Glu Asp lie Thr Thr Lys Lys Asp Arg Gly 
20 25 30 

Val Leu Lys lie Val Lys Arg Val Gly Thr Ser Asp Glu Ala Pro Met 
35 40 45 

Phe Gly Asp Lys Val Tyr Val His Tyr Lys Gly Met Leu Ser Asp Gly 
50 55 60 

Lys Lys Phe Asp Ser Ser His Asp Arg Lys Lys Pro Phe Ala Phe Ser 
65 70 75 80 

Leu Gly Gin Gly Gin Val lie Lys Ala Trp Asp lie Gly Val Ser Thr 
85 90 95 

Met Lys Lys Gly Glu lie Cys His Leu Leu Cys Lys Pro Glu Tyr Ala 
100 105 110 

Tyr Gly Ser Ala Gly His Leu Gin Lys lie Pro Ser Asn Ala Thr Leu 
115 120 125 

Phe Phe Glu lie Glu Leu Leu Asp Phe Lys Gly Glu Asp Leu Phe Glu 
130 135 140 

Asp Ser Gly Val lie Arg Arg lie Lys Arg Lys Gly Glu Gly Tyr Ser 
145 150 155 160 

Asn Pro Asn Glu Gly Ala Thr Val Lys Val His Leu Glu Gly Cys Cys 
165 170 175 

Gly Gly Arg Thr Phe Asp Cys Arg Asp Val Val Phe Val Val Gly Glu 
180 185 190 

Gly Glu Asp His Asp lie Pro lie Gly lie Asp Lys Ala Leu Val Lys 
195 200 205 

Met Gin Arg Glu Glu Gin Cys lie Leu Tyr Leu Gly Pro Arg Tyr Gly 
210 215 220 

Phe Gly Glu Ala Gly Lys Pro Lys Phe Gly lie Asp Pro Asn Ala Glu 
225 230 235 240 

Leu Met Tyr Glu Val Thr Leu Lys Ser Phe Glu Lys Ala Lys Glu Ser 
245 250 255 



Trp Glu Met Asp Thr Lys Glu Lys Leu Thr Gin Ala Ala lie Val Lys 
260 265 270 
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Glu Lys Gly Thr Val Tyr Phe Lys Gly Gly Lys Tyr Thr Gin Ala Val 
275 280 285 

lie Gin Tyr Arg Lys lie Val Ser Trp Leu Glu Met Glu Tyr Gly Leu 
290 295 300 

Ser Glu Lys Glu Ser Lys Ala Ser Glu Ser Phe Leu Leu Ala Ala Phe 
305 310 315 320 

Leu Asn Leu Ala Met Cys Tyr Leu Lys Leu Arg Glu Tyr Asn Lys Ala 
325 330 335 

Val Glu Cys Cys Asp Lys Ala Leu Gly Leu Asp Ser Ala Asn Glu Lys 
340 345 350 

Gly Leu Tyr Arg Arg Gly Glu Ala Gin Leu Leu Met Asn Asp Phe Glu 
355 360 365 

Ser Ala Lys Gly Asp Phe Glu Lys Val Leu Ala Val Asn Pro Gin Asn 
370 375 380 

Arg Ala Ala Arg Leu Gin lie Ser Met Cys Gin Arg Lys Ala Lys Glu 
385 390 395 400 

His Asn Glu Arg Asp Arg Arg Val Tyr Ala Asn Met Phe Lys Lys Phe 
405 410 415 

Ala Glu Arg Asp Ala Lys Glu Glu Ala Ser Lys Ala Gly Ser Lys Lys 
420 425 430 

Ala Val Glu Gly Ala Ala Gly Lys Gin His Glu Ser Gin Ala Met Glu 
435 440 445 

Glu Gly Lys Ala Lys Gly His Val 
450 455 



<210> 34 

<211> 747 

<212> DNA 

<213> Mus musculus 



<400> 34 

atggcgtggt 

gcggactgcc 

atcaaccccc 

gagacatgcc 

gatgacttgg 

gaacccgtcc 

ttcaggggtc 

cggatgaatg 

aaacaggcca 

gcccgggatg 

cgctatgggg 

tatggtggtt 

acctattctg 



ccaggctgat 
tgtccctgtg 
tgatttgctc 
ggggcttctc 
aagatgaggt 
tgaaggagct 
tctccagcag 
atgaagccgc 
aacgctatgg 
aggacggggg 
gcttcctgcg 
tcctgcggcg 
aagatttaga 



gctggcagct 
ctccctgtgt 
cctggagtgc 
atcttttctc 
tgctttggaa 
ggagaaaagc 
ctttggcaac 
acaggggcgc 
cggctttttg 
ccaggatggg 
gcgcattcgc 
tcagttcaag 
tgtttga 



tgcctcctcg 
gcagtgagga 
caggacctgg 
accctgacgg 
gaaggcatca 
cgactcctta 
ggaaaagaat 
accgtccatt 
cgcaaatacc 
gatcaggtag 
cccaagctga 
gtggtgacgc 



tgatgccctc 
ttcaggatgg 
tgccgccctc 
tctctgggct 
gtgcacatgc 
ccagcgtccc 
ctgagctggc 
ttaatgagga 
ccaagaggag 
ggcatgagga 
agtgggacaa 
ggtcccagga 



taatgttatg 60 
gccccgtccc 120 

agaggagtgg iso 

ccgtggcaag 240 
caagctcttg 300 
agaggaaaag 360 
gggtgctgac 420 
ggacttgaga 4 80 
ttccgagatg 540 
cctgtacaaa 600 
ccagaagcgc 660 
gaaccccaat 720 
747 
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<210> 35 
<211> 248 
<212> PRT 

<213> Mus musculus 
<400> 35 

Met Ala Trp Ser Arg Leu Met Leu Ala Ala Cys Leu Leu Val Met Pro 
15 10 15 

Ser Asn Val Met Ala Asp Cys Leu Ser Leu Cys Ser Leu Cys Ala Val 
20 25 30 

Arg lie Gin Asp Gly Pro Arg Pro lie Asn Pro Leu lie Cys Ser Leu 
35 40 45 

Glu Cys Gin Asp Leu Val Pro Pro Ser Glu Glu Trp Glu Thr Cys Arg 
50 55 60 

Gly Phe Ser Ser Phe Leu Thr Leu Thr Val Ser Gly Leu Arg Gly Lys 
65 70 75 80 

Asp Asp Leu Glu Asp Glu Val Ala Leu Glu Glu Gly lie Ser Ala His 
85 90 95 

Ala Lys Leu Leu Glu Pro Val Leu Lys Glu Leu Glu Lys Ser Arg Leu 
100 105 110 

Leu Thr Ser Val Pro Glu Glu Lys Phe Arg Gly Leu Ser Ser Ser Phe 
115 120 125 

Gly Asn Gly Lys Glu Ser Glu Leu Ala Gly Ala Asp Arg Met Asn Asp 
130 135 140 

Glu Ala Ala Gin Gly Arg Thr Val His Phe Asn Glu Glu Asp Leu Arg 
145 150 155 160 

Lys Gin Ala Lys Arg Tyr Gly Gly Phe Leu Arg Lys Tyr Pro Lys Arg 
165 170 175 

Ser Ser Glu Met Ala Arg Asp Glu Asp Gly Gly Gin Asp Gly Asp Gin 
180 185 190 

Val Gly His Glu Asp Leu Tyr Lys Arg Tyr Gly Gly Phe Leu Arg Arg 
195 200 205 

lie Arg Pro Lys Leu Lys Trp Asp Asn Gin Lys Arg Tyr Gly Gly Phe 
210 215 220 

Leu Arg Arg Gin Phe Lys Val Val Thr Arg Ser Gin Glu Asn Pro Asn 
225 230 235 240 



Thr Tyr Ser Glu Asp Leu Asp Val 
245 
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<210> 36 

<211> 1408 

<212> DNA 

<213> Mus musculus 



<400> 36 

gacagggcgc 

taggatacct 

gggtccaagc 

aagactgtcc 

aaccttgtca 

cgcggttcct 

tgcaggcgga 

acatcaattt 

gggagacctg 

acatgtacaa 

gcttcatgaa 

cagaagaaga 

aggatgcaga 

gaacgggaga 

acatgagcag 

aagatgaagc 

ccgagtggtg 

ctctgccctc 

gatacggggg 

gcctgctcca 

ttgtgctgta 

agggtctgtg 

tcaatagttt 

aatataataa 



cctcggaagg 
ccaggaagat 
tctcattgag 
ctgctggtcc 
gagacagaac 
gaggctttgc 
atgcagccag 
cctggcgtgc 
caaggatctc 
agacagcagc 
acggtacgga 
agcgaacgga 
tgagggagac 
caaccgtgcg 
caagaggtat 
aaaagagctg 
gatggactac 
cgatgaagaa 
ctttatgcgg 
tcccccatga 
cagttgcccc 
ttcttttgag 
gttacctcat 
acccgtgacc 



acaggatgtc 
agaatagtcc 
gcacccgggg 
tgatccacga 
gggtccctac 
acctggctgc 
gactgcgcta 
acactggaat 
ctgcaggtgt 
aaacaggatg 
ggcttcatga 
ggagagatcc 
accttggcca 
aaagacagcc 

gggggcttca 

cagaagcgct 
cagaagaggt 
ggcgaaaatt 
ttctgaagcc 
gcaactgcct 
cgtggtctag 
tcttgaagct 
ctctcctgac 
ccaactgc 



atcaggaaaa 
caggcatcac 
aggttgttgg 
ccacccaccc 
aggcgcgttc 
tggcgcttgg 
aatgcacgta 
gtgaaggtca 
ccaggcccga 
agagccactt 
agaagatgga 
ttgccaagag 
actcctccga 
accaacaaga 
tgagaagcct 
acgggggctt 
atgggggctt 
actcgaaaga 
cttttccagc 
tgtcaatgat 
ataactacac 
cagtattggt 
gaaacatcaa 



caggactccc 
tagaacagca 
gttgtgggcg 
ggcaaggttc 
ttctctccta 
gtcctgcctc 
ccgcctggtt 
gctgccttct 
gttcccttgg 
gctagccaag 
cgagctatat 
gtatggcggc 
tctgctgaaa 
gagcaccaac 
caaaagaagc 
catgagaagg 
cctgaagcgc 
agttcctgag 
agtgaccccg 
gtttcttgtc 
tgcctgaaag 
ctcttatggc 
taaatgctta 



cgtgggaaga 
ggaaacacta 
gggctcagga 
tctctaagag 
cagcccatgg 
ctggctacag 
cgcccaggcg 
ttcaaaatct 
gataacatcg 
aagtacggag 
cccatggagc 
ttcatgaaga 
gagctactgg 
aatgacgaag 
ccccaactgg 
gtgggacgcc 
tttgctgagt 
atagagaaaa 
acccccacta 
acatgctgct 
ctgtgatttt 
tatgttgtta 
tttgtatata 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1408 



<210> 37 
<211> 269 
<212> PRT 

<213> Mus musculus 
<400> 37 

Met Ala Arg Phe Leu Arg Leu Cys Thr Trp Leu Leu Ala Leu Gly Ser 
15 10 15 

Cys Leu Leu Ala Thr Val Gin Ala Glu Cys Ser Gin Asp Cys Ala Lys 
20 25 30 

Cys Thr Tyr Arg Leu Val Arg Pro Gly Asp lie Asn Phe Leu Ala Cys 
35 40 45 

Thr Leu Glu Cys Glu Gly Gin Leu Pro Ser Phe Lys lie Trp Glu Thr 
50 55 60 

Cys Lys Asp Leu Leu Gin Val Ser Arg Pro Glu Phe Pro Trp Asp Asn 
65 70 75 80 

lie Asp Met Tyr Lys Asp Ser Ser Lys Gin Asp Glu Ser His Leu Leu 
85 90 95 



Ala Lys Lys Tyr Gly Gly Phe Met Lys Arg Tyr Gly Gly Phe Met Lys 
100 105 110 
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Lys Met Asp Glu 
115 

Gly Glu lie Leu 
130 

Asp Glu Gly Asp 
145 

Leu Gly Thr Gly 



Thr Asn Asn Asp 
180 

Arg Ser Leu Lys 
195 

Gin Lys Arg Tyr 
210 

Trp Met Asp Tyr 
225 

Glu Ser Leu Pro 



Pro Glu lie Glu 
260 



Leu Tyr Pro Met 
120 

Ala Lys Arg Tyr 
135 

Thr Leu Ala Asn 
150 

Asp Asn Arg Ala 
165 

Glu Asp Met Ser 



Arg Ser Pro Gin 
200 

Gly Gly Phe Met 
215 

Gin Lys Arg Tyr 
230 

Ser Asp Glu Glu 
245 

Lys Arg Tyr Gly 



Glu Pro Glu Glu 



Gly Gly Phe Met 
140 

Ser Ser Asp Leu 
155 

Lys Asp Ser His 
170 

Ser Lys Arg Tyr 
185 

Leu Glu Asp Glu 



Arg Arg Val Gly 
220 

Gly Gly Phe Leu 
235 

Gly Glu Asn Tyr 
250 

Gly Phe Met Arg 
265 



Glu Ala Asn Gly 
125 

Lys Lys Asp Ala 



Leu Lys Glu Leu 
160 

Gin Gin Glu Ser 
175 

Gly Gly Phe Met 
190 

Ala Lys Glu Leu 
205 

Arg Pro Glu Trp 



Lys Arg Phe Ala 
240 

Ser Lys Glu Val 
255 

Phe 



<210> 38 

<211> 2429 

<212> DNA 

<213> Mus musculus 



<400> 38 

acccacgcgt 

tcgggacgat 

ggggaatggt 

ttattcagaa 

tgaaaatgtc 

gtccctctca 

ttcacttctt 

aggcagaaga 

aagaggagaa 

tcctggtggg 

acattaatgg 

gggctcgatt 

tcgtttatag 

tcactgactt 

gtggcacgcc 

tggactggtg 

atagccggaa 

caaatattac 

agaggctggg 

ttaactggga 



ccggccggtt 
gaccgtcaaa 
agcgattctc 
gattgccagc 
ccatcctcag 
acaaatcaac 
gaaagtgatc 
agtattctat 
gcatattatg 
ccttcacttc 

tggagagctg 

ctacgcagct 
agacttaaaa 
tgggctctgc 
tgagtatctg 
gtgtcttggg 
cacggctgag 
aaactcggca 
tgccaaggat 
tgatctcatc 



tcactgctcc 
gccgaggctg 
atcgctttta 
aacacctatg 
gagccggagc 
ctgggtccgt 
ggaaagggca 
gcagtcaaag 
tcagagcgga 
tcattccaga 
ttctaccatc 
gaaatagcca 
cctgagaata 
aaagagaata 
gctcctgagg 
gctgtcctgt 
atgtacgaca 
aggcacctcc 
gactttatgg 
aataagaaga 



cctcagtctc 
ctcgaagcac 
tgaaacagag 
catgcaaaca 
ttatgaacgc 
cctccaaccc 
gttttggaaa 
ttttacagaa 
atgttctgtt 
ccgctgacaa 
tccagaggga 
gtgccttggg 
ttctcctaga 
ttgagcataa 
tcctccataa 
atgagatgct 
atattctgaa 
tggaaggcct 
agattaagag 
ttacaccccc 



ttttgggctc 
ccttacctac 
aaggatgggc 
cgctgaagtt 
taacccctct 
tcacgccaaa 
ggttcttctg 
gaaagccatc 
gaagaatgtg 
actctacttt 
gcgctgcttc 
ctatctgcac 
ctcccagggg 
cgggacaaca 
gcagccgtat 
ctacggcctg 
caagcctctc 
cctgcagaag 
tcatattttc 
atttaaccca 



tttccgggca 
tccagaatga 
ctgaacgatt 
cagtccattt 
cctccgccaa 
ccctccgact 
gctaggcaca 
ctgaagaaga 
aagcaccctt 
gtcctggact 
ctggaaccac 
tccctaaaca 
cacatcgtcc 
tctaccttct 
gaccggacgg 
cccccgtttt 
cagttgaaac 
gaccggacca 
ttctctttaa 
aatgtgagtg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 
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ggcccagtga 
tcggcaggtc 
tcctcggctt 
tctgaaggac 
agctgacaga 
ggcgtggcgc 
ctcaatgagc 
gcgagcgagc 
gcaggtctaa 
tgccttttct 
tgtttgtttg 
gcgtgagtgt 
caggacacta 
gtagactgtt 
cgagcattca 
gtttttatgg 
atgtcaccta 
attcctgatt 
tatttaaact 
ttataatatg 
ttttggtttg 



ccttcggcac 
ccctgacagc 
ctcctatgca 
ttcctcagcg 
acattttaaa 
gacgcagcgc 
ttgtgaggtc 
gtgagagtgc 
gaggaatccc 
gagatcgtgt 
tttttgtttt 
gctatgcctg 
caatgtggga 
ttgtaagata 
gatgcttaag 
accaatgccc 
taaaacgggc 
attgtatgta 
tacaggctta 
tacaattcct 
caataaaatc 



tttgatcccg 
atccttgtca 
cctcctgtgg 
tttcctaaag 
agaatttgca 
gcgctgcttg 
ttcttttctt 
cgcctgagac 
cgcagtctgt 
tagctccaaa 
gttttgtttt 
atcacagacg 
cattgtttgt 
tagttaataa 
gaaagcattg 
cagttgtcag 
attatttatg 
tcgtgtaaag 
tttgtaaacc 
cctccttacc 
ttgaaacct 



agtttaccga 
cggccagtgt 
attccttcct 
tgttttcctt 
cacctggaag 
atgggagctt 
ctcttccttc 
agacaccttg 
ctgagctgtg 
gctttttcct 
tcccttggcg 
gttttgttgt 
ttcttccaca 
ctaaaaccta 
ctgctacaaa 
tcaaagccgt 
ttttttttcc 
gaagtctgta 
atcattttaa 
acacaacttt 



ggagccggtc 
gaaggaagca 
ctgagtgctc 
accctttggt 
cttggcagtc 
tccgaagagc 
caacgtggtg 
gtctcagtta 
atcaagaata 
atcgcagagt 
gatttcccgt 
gagcatcaat 
tttggaagat 
ttgaaacggt 
tatttctatt 
tggtgttttc 
ctttgttcat 
cattgggtta 
tgtactgtaa 
ttttgtgtgc 



cccagctcca 
gcagaagcct 
ccgggatggt 
ggaggttgcc 
tcgcctgccc 
acaccctcct 
ctagctccag 
gaaggaagat 
ttctgcaatg 
gttcagtttg 
gtgtgcagtg 
gtgacacttg 
aaatttatgt 
cttgcaatga 
tttagaaagg 
attgtttaaa 
attcttttgc 
taacactaga 
ttaacatggg 
gataaaccaa 



1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2429 



<210> 39 
<211> 431 
<212> PRT 
<213> Mus 



musculus 



<400> 39 
Met Thr Val Lys 
1 

Met Arg Gly Met 
20 

Met Gly Leu Asn 
35 

Cys Lys His Ala 
5 0 

Glu Pro Glu Leu 
65 

Gin Gin lie Asn 



Asp Phe His Phe 
100 

Leu Leu Ala Arg 
115 

Leu Gin Lys Lys 
130 

Ser Glu Arg Asn 
145 



Ala Glu Ala Ala 
5 

Val Ala lie Leu 



Asp Phe lie Gin 
40 

Glu Val Gin Ser 
55 

Met Asn Ala Asn 
70 

Leu Gly Pro Ser 
85 

Leu Lys Val lie 



His Lys Ala Glu 
120 

Ala lie Leu Lys 
135 

Val Leu Leu Lys 
150 



Arg Ser Thr Leu 
10 

He Ala Phe Met 
25 

Lys He Ala Ser 



He Leu Lys Met 
60 

Pro Ser Pro Pro 
75 

Ser Asn Pro His 
90 

Gly Lys Gly Ser 
105 

Glu Val Phe Tyr 



Lys Lys Glu Glu 
140 

Asn Val Lys His 
155 



Thr Tyr Ser Arg 
15 

Lys Gin Arg Arg 
30 

Asn Thr Tyr Ala 
45 

Ser His Pro Gin 



Pro Ser Pro Ser 
80 

Ala Lys Pro Ser 
95 

Phe Gly Lys Val 
110 

Ala Val Lys Val 
125 

Lys His lie Met 



Pro Phe Leu Val 
160 
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Gly Leu His Phe Ser Phe Gin Thr Ala Asp Lys Leu Tyr Phe Val Leu 
165 170 175 

Asp Tyr lie Asn Gly Gly Glu Leu Phe Tyr His Leu Gin Arg Glu Arg 
180 185 190 

Cys Phe Leu Glu Pro Arg Ala Arg Phe Tyr Ala Ala Glu lie Ala Ser 
195 200 205 

Ala Leu Gly Tyr Leu His Ser Leu Asn lie Val Tyr Arg Asp Leu Lys 
210 215 220 

Pro Glu Asn lie Leu Leu Asp Ser Gin Gly His lie Val Leu Thr Asp 
225 230 235 240 

Phe Gly Leu Cys Lys Glu Asn He Glu His Asn Gly Thr Thr Ser Thr 
245 250 255 

Phe Cys Gly Thr Pro Glu Tyr Leu Ala Pro Glu Val Leu His Lys Gin 
260 265 270 

Pro Tyr Asp Arg Thr Val Asp Trp Trp Cys Leu Gly Ala Val Leu Tyr 
275 280 285 

Glu Met Leu Tyr Gly Leu Pro Pro Phe Tyr Ser Arg Asn Thr Ala Glu 
290 295 300 

Met Tyr Asp Asn He Leu Asn Lys Pro Leu Gin Leu Lys Pro Asn lie 
305 310 315 320 

Thr Asn Ser Ala Arg His Leu Leu Glu Gly Leu Leu Gin Lys Asp Arg 
325 330 335 

Thr Lys Arg Leu Gly Ala Lys Asp Asp Phe Met Glu lie Lys Ser His 
340 345 350 

He Phe Phe Ser Leu lie Asn Trp Asp Asp Leu He Asn Lys Lys He 
355 360 365 

Thr Pro Pro Phe Asn Pro Asn Val Ser Gly Pro Ser Asp Leu Arg His 
370 375 380 

Phe Asp Pro Glu Phe Thr Glu Glu Pro Val Pro Ser Ser He Gly Arg 
385 390 395 400 

Ser Pro Asp Ser He Leu Val Thr Ala Ser Val Lys Glu Ala Ala Glu 
405 410 415 

Ala Phe Leu Gly Phe Ser Tyr Ala Pro Pro Val Asp Ser Phe Leu 
420 425 430 



<210> 40 

<211> 3917 

<212> DNA 

<213> Mus musculus 
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<400> 40 

gaagcagaag agggagaacg 
gcgccacagg ctcgcccaac 
tgccacccag gagtgcagag 
taggcaggct cggagccagg 
tgaaggagaa agaagagtgg 
atctcctgga tagctggctt 
tcctctgagc gcctcctcat 
aagccgcata tctggcgccc 
gtgaacccgg tgcccagccc 
cgctcagctt gagcaatggt 
acctggacgt gaacactgac 
tttttgtggt gggcactgtg 
cgctgcagag cctgcagagc 
tgctcatcct gctgctggcc 
cctgggcctt tggggatgct 
atgccacagc cctcaatgta 
ccttcaaggc caagaccctc 
ggctagcctc ggcgctgctg 
gtgccgatgg ccagcaccct 
tcaaggtcgt catccaggtt 
ccatcctaaa cactgtgata 

a gggccgtgg tgtgtgcacc 

tgtccatcga gccaggccgt 
tggtaatcgc ctttgtggtc 
atatctcaga tgaacagtgg 
tgaccaacgc tctcttctac 
ccgccaactt ccgccaggtc 
gccgccgaaa gaagaggcca 
cgttttccac cagcgccacc 
acagggcagc aactccccca 
tggcccatct aagccatgcc 
cagtttctct ttcttccctt 
tatccctctc ctacctccac 
caaaaggcct ttaacaagaa 
actaatggat gttttagaag 
tgttgtaacc ataacagcac 
ggacttgggt tcagagacac 
ggtccagcag ataccatagc 
ggtacactgc ccttcccaga 
ggcccacagc tggaagctgt 
gagaccccaa ttcccacatg 
acaagcttca agtggctttg 
gataagtggg gtccagcctc 
cgtctcatat acagatgtat 
ctgagaaggg gcactgagcc 
aa gggg a ggc caagcacccc 
caatttgtta accagccgcc 
caggcaccct tcatctctgg 
caacaagctg gctgggcact 
gtagcaggag agtcaagtgt 
gagatggctg gacatgcagc 
cagtcacagc ccaggctagc 
agggtatctg tggtcaccca 
acactgctac tagtaatgtg 
atcaaggctg acaccaggaa 
tgtctgcatg ggagcccctc 
tggtcatgag gattttgact 



a gggtg a gca cgctgggcag 
gaagcacaag ccagcagggt 
aaccaaccac agaatctgga 
gggggtgccg aggaagaacc 
atccctgagc cggcacgtct 
cgccgccgga cggcacgccc 
ctgcccctgg agggactttc 
accatgcacc tcaacagctc 
ttcccacatc cacagttcgg 
tctggcaatt cctcagaatc 
atttattcca aggtgctggt 
ggcaactcgg tgacagcctt 
actgtgcatt accacctggg 
atgcccgtgg agctgtacaa 
ggctgccgtg gctactattt 
gccagcctga gtgtggagcg 
atgtcccgca gccgcaccaa 
gctgtaccca tgcttttcac 
ggtggcctgg tgtgcacacc 
aacaccttca tgtccttcct 
gccaacaaac tgaccgtcat 
gtgggcaccc acaacagttt 
gtccaggccc tgcgccatgg 
tgctggctgc cctaccacgt 
actacgttcc tcttcgactt 
gtcagctcag ccatcaatcc 
ttcctgtcca cactggcttg 
acgttctcca ggaagccaaa 
cgggaaaccc tgtactaggc 
accccccacc cccaccccaa 
ggtgaggctg gggcaccctc 
cctctggttc tcccctccct 
ctttaaaaac agaaaagagg 
gaaattagca ctcaccaagg 
caagaaatga aagcaccaca 
cttggaactg cactggcagg 
aggctccatc tcagcccctt 
actctctgag ccttatgtcc 
gtggtccaga gaagccccaa 
gggaatccat gccacacctg 
cccaggaagg ataaaagggc 
cacggggacc ttcacctctt 
cccagtccag gtggctttgc 
agactaaggt ctgacagcag 
aggtcctcag caagatgcca 
agcatctagc tggccagcag 
aagcagccac cctggcccag 
gage tgt etc caaacaagac 
tggagacagt cccaggatgc 
agecttttge aaaagagect 
tgctctgtaa ggatgaaatt 
ctctgctccc tctgaactat 
gagaaatggg gagggtgttc 
attcctcagg ccatcaaggg 
gatgtgatca cccaagaggg 
acagccacct tgcccagtga 
tagactcaag ccaggcagcc 



ccgtgcgtgc gctcctctct 60 
cgcggtcctg aggacatege 12 0 
ggteggtage agccccgatc 180 
ggaaagcaga tcccagactc 240 
cgagccccag agctcccagg 300 
cccttagctt ccacaccctc 360 
accttcaaag gtgeaggaca 420 
cgtgcagcag ggagccccaa 480 
actggagacg atgctcctgg 54 0 
catcctggag cccaacagca 600 
gaccgctgta tacctggcac 660 
cactctagcg eggaagaagt 72 0 
tagectggea ctgtctgacc 780 
cttcatctgg gtgcaccatc 840 
ectgegagat gcctgcacct 900 
ctacttggcc atctgccatc 960 
gaaattcatc agtgccatat 1020 
catgggcctg cagaaccgca 1080 
cacggtggac acagccaccg 114 0 
gtttcccatg ctgatcatct 1200 
ggtgcaccag gctgccgagc 12 60 
agagcacagc aegttcaaca 1320 
agtcctcgtc ttacgtgctg 1380 
gcggcgcctc atgttctgct 144 0 
ctaccactat ttctatatgc 1500 
catcctttac aacctcgtct 1560 
cctctgtcct gggtggcgcc 1620 
cagcatgtcc agcaaccatg 1680 
catgaggagg tagcctgtgc 1740 
agcctcccaa ggttaagtag 1800 
ageggagget tctttcttcc 1860 
agtcctttat tcttgcccct 1920 
eggtttctet cctggcccta 1980 
acggtctcct ttgttcccag 2040 
ttgggcctgg acagatgagc 2100 
gcgagacagt gtctgatgtt 2160 
tatgectcta ctcctgccct 2220 
agaccctttc ttggcaggct 2280 
aattactgtg taaggtccag 234 0 
gatggctatg gcccactaaa 2400 
tggcctggaa tcaacacagg 2460 
ggatctgcag aaggatggaa 2520 
tggggacatg catggttctg 2580 
ctggcttcag gctgggactt 264 0 
gtgtctgaga ctccacaggt 2700 
ccctggactg aggcatatgt 2760 
gttctaggcg cctggaaaag 2820 
aggcccattc agcctccagc 2880 
catgcaccaa caaggtagaa 2940 
tagctctgtt gtctgggaga 3000 
gccacgggac atgggaggct 3060 
aaaacaatgg gtgaaaagtc 3120 
aagtacttga accccacaaa 3180 
caggacctgg gtgagtcegg 3240 
aagcccctcc tcctaagaaa 3300 
gtgggtcaaa ggctagcggt 3360 
cagccccagg actctaccct 3420 
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gggtttctag 
actgtcttga 
ccaatgccct 
gcagtcacca 
agggacatac 
ctgggccaag 
tcatgagccc 
acccaccctc 
ggaagctgtg 



accttaagcc 
aggactcagc 
cttacatgat 
gaagtctctg 
atccatgcac 
tgaagatgaa 
agtcgtgatg 
cacacttcaa 
tatatcg 



attcttctga 
ctggagtaca 
tcctcagaaa 
ctgtagtcta 
caccagacac 
aatagttctg 
tggaaacaag 
taaaagaaca 



gccttgattt 
cagaagtggg 
tgtggtggcc 
tagcatcttg 
acctgtgacc 
gaggctgtcc 
tcgtgtgccc 
ccctcctcat 



cctcatctcg 
acacctgagg 
tcattatagg 
tctgtgtgct 
ctggctgggt 
tgagcatcct 
caaatatctg 
atgtctcaat 



gcggaccggg 34 8 0 
ctgggtagag 3 54 0 
ggtggtccag 3600 
tggtgtaatt 3660 
atcctatgct 3720 
ggctagagtc 3780 
tcagaatgcc 3840 
aaagaataaa 3900 
3917 



<210> 41 
<211> 424 
<212> PRT 

<213> Mus musculus 
<400> 41 

Met His Leu Asn Ser Ser Val Gin Gin Gly Ala Pro Ser Glu Pro Gly 
15 10 15 

Ala Gin Pro Phe Pro His Pro Gin Phe Gly Leu Glu Thr Met Leu Leu 
20 25 30 

Ala Leu Ser Leu Ser Asn Gly Ser Gly Asn Ser Ser Glu Ser lie Leu 
35 40 45 

Glu Pro Asn Ser Asn Leu Asp Val Asn Thr Asp lie Tyr Ser Lys Val 
50 55 60 

Leu Val Thr Ala Val Tyr Leu Ala Leu Phe Val Val Gly Thr Val Gly 
65 70 75 80 

Asn Ser Val Thr Ala Phe Thr Leu Ala Arg Lys Lys Ser Leu Gin Ser 



85 

Leu Gin Ser Thr Val His Tyr His 
100 

Leu Leu lie Leu Leu Leu Ala Met 
115 120 

Trp Val His His Pro Trp Ala Phe 
130 135 



90 95 

Leu Gly Ser Leu Ala Leu Ser Asp 
105 110 

Pro Val Glu Leu Tyr Asn Phe lie 
125 

Gly Asp Ala Gly Cys Arg Gly Tyr 
140 



Tyr Phe Leu Arg Asp Ala Cys Thr Tyr Ala Thr Ala Leu Asn Val Ala 
145 150 155 160 

Ser Leu Ser Val Glu Arg Tyr Leu Ala lie Cys His Pro Phe Lys Ala 
165 170 175 

Lys Thr Leu Met Ser Arg Ser Arg Thr Lys Lys Phe lie Ser Ala lie 
180 185 190 

Trp Leu Ala Ser Ala Leu Leu Ala Val Pro Met Leu Phe Thr Met Gly 
195 200 205 



Leu Gin Asn Arg Ser Ala Asp Gly Gin His Pro Gly Gly Leu Val Cys 
210 215 220 
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Thr Pro Thr Val Asp Thr Ala Thr Val Lys Val Val lie Gin Val Asn 
225 230 235 240 

Thr Phe Met Ser Phe Leu Phe Pro Met Leu lie lie Ser lie Leu Asn 
245 250 255 

Thr Val lie Ala Asn Lys Leu Thr Val Met Val His Gin Ala Ala Glu 
260 265 270 

Gin Gly Arg Gly Val Cys Thr Val Gly Thr His Asn Ser Leu Glu His 
275 280 285 

Ser Thr Phe Asn Met Ser lie Glu Pro Gly Arg Val Gin Ala Leu Arg 
290 295 300 

His Gly Val Leu Val Leu Arg Ala Val Val lie Ala Phe Val Val Cys 
305 310 315 320 

Trp Leu Pro Tyr His Val Arg Arg Leu Met Phe Cys Tyr lie Ser Asp 
325 330 335 

Glu Gin Trp Thr Thr Phe Leu Phe Asp Phe Tyr His Tyr Phe Tyr Met 
340 345 350 

Leu Thr Asn Ala Leu Phe Tyr Val Ser Ser Ala lie Asn Pro lie Leu 
355 360 365 

Tyr Asn Leu Val Ser Ala Asn Phe Arg Gin Val Phe Leu Ser Thr Leu 
370 375 380 

Ala Cys Leu Cys Pro Gly Trp Arg Arg Arg Arg Lys Lys Arg Pro Thr 
385 390 395 400 

Phe Ser Arg Lys Pro Asn Ser Met Ser Ser Asn His Ala Phe Ser Thr 
405 410 415 

Ser Ala Thr Arg Glu Thr Leu Tyr 
420 



<210> 42 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 42 

catcttggcc tcactgtcca c 



<210> 43 

<211> 25 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 43 

tgcttgctga tccacatctg ctgga 



<210> 44 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 44 

gggccggact catcgtact 

<210> 45 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
ol i gonuc 1 eo t ide 

<400> 45 

gggagaacag aagcgcctg 

<210> 46 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 46 

agaagggtga ggatccccca aatcagagt 



<210> 47 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 



35 

<400> 47 

cccttgtttc aatcactccc a 21 



<210> 48 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 48 

tttctgaaca gtgaggtccg c 



<210> 49 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 49 

ccggaagagg tggcggcga 



<210> 50 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 50 

gggctctgat ggagtgcttg 



<210> 51 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 



<400> 51 

cgccgccgaa agaagag 



17 



<210> 52 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 52 

ccaacgttct ccaggaagcc aaacag 



<210> 53 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 53 

acgcatggtt gctggacat 



<210> 54 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 54 

tggtgaccaa cacgctcttc t 



<210> 55 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 55 

tcagctcggc agtgacccca 



<210> 56 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial 
oligonucleotide 

<400> 56 

aggaagacac ggcgttgtag a 



<210> 57 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
oligonucleotide 

<400> 57 

ggaagccgga gaacagcaa 

<210> 58 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
oligonucleotide 

<400> 58 

tgcgacgcta ccgcaaagaa ca 



<210> 59 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
oligonucleotide 

<400> 59 

ggatatgaag gctgcactcg tt 



<210> 60 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
oligonucleotide 



Sequence: Synthetic 



21 



Sequence: Synthetic 



19 



Sequence: Synthetic 



22 



Sequence: Synthetic 



22 



Sequence: Synthetic 



<400> 60 

tggaccaatg ccccagtt 



18 



38 



<210> 61 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 61 

tcagtcaaag ccgttggtgt tttcattg 



<210> 62 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 62 

gcccgtttta taggtgacat tttaa 



<210> 63 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 63 

gggataatta acgcccaagc tt 



<210> 64 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 64 

cccaaggagg agtgcgccct 

<210> 65 

<211> 23 

<212> DNA 

<213> Artificial Sequence 



<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 65 

agagctgtgc ctttgatgat etc 



